
125

pUNO1-mIFI16-HA3x
(5155 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom
EM7

hEF1-HTLV prom

mIFI16-HA3x

SgfI (6)
PvuI (7)

Psp1406I (203)

HindIII (245)
Bsu36I (291)

NaeI (441)
NgoMI (441)

AgeI (552)
BstEII (555)
NcoI (560)

MscI (647)
BsaBI (655)

EcoO109I (867)
BspLU11I (899)
PciI (899)

SspI (1231)

BglII (1562)

EcoRV (1815)
BsaBI (1861)
BsaBI m (1861)
XcmI (1877)

Psp1406I (2107)

ScaI (2216)
BbsI (2306)

BpuAI (2306)
BamHI (2440)

NheI (2537)
MscI (2543)

HpaI (2675)
EcoRI (2771)

SspI (3010)
EcoO109I (3085)

Ecl136II (3285)
SacI (3285)

BstXI (3314)

StuI (3449)

BbsI (3595)
BpuAI (3595)

BspHI (3599)
AseI (3657)

Ecl136II (3714)
SacI (3714)

SpeI (3812)

SnaBI (3940)

SbfI (4223)
SdaI (4223)
PstI (4224)

PacI (4231)
BspLU11I (4241)

PciI (4241)

ApaLI (4555)

PacI (4971)
NotI (4990)

EagI (4991)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGTGAATGAATACAAGAGAATTGTTCTGCTGAGAGG

ACTTGAATGTATCAATAAGCATTATTTTAGCTTATTTAAGTCATTGCTGGCCAGAGATTTAAATCTGGAAAGAGACAACCAAGAGCAATACACCACGATT

CAGATTGCTAACATGATGGAAGAGAAATTTCCAGCTGATTCTGGATTGGGCAAACTGATTGAGTTTTGTGAAGAAGTACCAGCTCTTAGAAAACGAGCTG

AAATTCTTAAAAAAGAGAGATCAGAAGTAACAGGAGAAACATCACTGGAAAAAAATGGTCAAGAAGCAGGTCCTGCAACACCTACATCAACTACAAGCCA

CATGTTAGCATCTGAAAGAGGCGAGACTTCTGCAACCCAGGAAGAGACTTCCACAGCTCAGGCGGGGACTTCCACAGCTCAGGCGAGGACTTCCACAGCT

CAGGCGAGGACTTCCACAGCTCAGGAGGGGACTTCCACAGCCCAGAAAAGAAAAAGTATGAGAGAAGAAGAGACTGGAGTGAAAAAGAGCAAGGCGGCTA

AGGAACCAGATCAGCCTCCCTGTTGTGAAGAACCCACAGCCATGTGCCAGTCACCAATACTCCACAGCTCATCTTCGGCTTCATCTAACATTCCTTCGGC

TAAGAACCAAAAATCACAACCCCAGAATCAGAATATTCCCAGAGGTGCTGTTCTCCACTCAGAGCCCCTGACAGTGATGGTGCTCACTGCAACAGACCCA

TTTGAATATGAATCACCAGAACATGAAGTAAAGAACATGCTTCATGCTACAGTGGCTACAGTGAGCCAGTATTTCCATGTGAAAGTTTTCAACATCAACT

TGAAAGAAAAGTTCACAAAAAAGAATTTTATCATCATATCCAATTACTTTGAGAGCAAAGGCATCCTGGAGATCAATGAGACTTCCTCTGTGTTAGAGGC

TGCTCCTGACCAAATGATTGAAGTGCCCAACAGTATTATCAGAAATGCAAATGCAAGTCCTAAGATCTGTGATATTCAAAAGGGTACTTCTGGAGCAGTG

TTCTATGGAGTGTTTACATTACACAAGAAAACAGTGAACCGAAAGAACACAATCTATGAAATAAAAGATGGTTCAGGAAGCATAGAAGTGGTGGGGAGTG

GAAAATGGCACAACATCAACTGCAAGGAAGGAGATAAACTCCACCTCTTCTGCTTTCACCTGAAAACAATTGACAGGCAACCAAAGTTAGTGTGTGGAGA

ACACAGTTTCATCAAGATATCAAAGAGAGGAAATGTACCAAAGGAGCCTGCTAAGGAAGAAGATCACCATCATGGTCCCAAACAAGTGATGGTGCTGAAA

GTAACAGAACCATTTACATATGACCTGAAAGAGGATAAAAGAATGTTTCATGCTACCGTGGCTACTGAAACTGAGTTCTTCAGAGTGAAGGTTTTTGACA

CAGCTCTAAAGAGCAAGTTCATCCCAAGAAATATCATTGCCATATCAGATTATTTTGGGTGCAATGGGTTTCTGGAGATATACAGAGCTTCCTGTGTCTC

TGATGTGAACGTTAATCCAACAATGGTTATCTCAAATACACTGAGACAAAGAGCTAATGCAACTCCTAAAATTTCTTATCTTTTCTCACAAGCAAGGGGG

ACATTTGTGAGTGGAGAGTACTTAGTAAATAAGAAAACGGAGAGGAATAAATTCATTTACTATGGAATTGGAGATGATACAGGGAAAATGGAAGTGGTGG

TTTATGGAAGACTCACCAATGTCAGGTGTGAACCAGGCAGTAAACTAAGACTTGTCTGCTTTGAATTGACTTCCACTGAAGATGGGTGGCAGCTGAGGTC

TGTAAGGCACAGTTACATGCAGGTCATCAATGCTAGAAAGGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTTCCTGATTAT

GCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG

TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATT

TTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTT
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  M  L   A   S   E   R   G   E   T   S   A   T   Q  E   E   T   S   T   A   Q  A   G   T   S   T   A   Q  A   R   T   S   T   A  

 Q  A   R   T   S   T   A   Q  E   G   T   S   T   A   Q  K   R   K   S   M  R   E   E   E   T   G   V   K   K   S   K   A   A   

K   E   P   D   Q  P   P   C   C   E   E   P   T   A   M  C   Q  S   P   I   L   H   S   S   S   S   A   S   S   N   I   P   S   A

  K   N   Q  K   S   Q  P   Q  N   Q  N   I   P   R   G   A   V   L   H   S   E   P   L   T   V   M  V   L   T   A   T   D   P  

 F   E   Y   E   S   P   E   H   E   V   K   N   M  L   H   A   T   V   A   T   V   S   Q  Y   F   H   V   K   V   F   N   I   N   

L   K   E   K   F   T   K   K   N   F   I   I   I   S   N   Y   F   E   S   K   G   I   L   E   I   N   E   T   S   S   V   L   E   A

  A   P   D   Q  M  I   E   V   P   N   S   I   I   R   N   A   N   A   S   P   K   I   C   D   I   Q   K   G   T   S   G   A   V  

 F   Y   G   V   F   T   L   H   K   K   T   V   N   R   K   N   T   I   Y   E   I   K   D   G   S   G   S   I   E   V   V   G   S   

G   K   W  H   N   I   N   C   K   E   G   D   K   L   H   L   F   C   F   H   L   K   T   I   D   R   Q  P   K   L   V   C   G   E

  H   S   F   I   K   I   S   K   R   G   N   V   P   K   E   P   A   K   E   E   D   H   H   H   G   P   K   Q  V   M  V   L   K  

 V   T   E   P   F   T   Y   D   L   K   E   D   K   R   M  F   H   A   T   V   A   T   E   T   E   F   F   R   V   K   V   F   D   

T   A   L   K   S   K   F   I   P   R   N   I   I   A   I   S   D   Y   F   G   C   N   G   F   L   E   I   Y   R   A   S   C   V   S

  D   V   N   V   N   P   T   M  V   I   S   N   T   L   R   Q  R   A   N   A   T   P   K   I   S   Y   L   F   S   Q  A   R   G  
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TAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCT

CACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCC

TTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATA

TCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGA

GGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACAT

GCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACA

GCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGG

CCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTT

CATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTG

ACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAG

TCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT

ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

CATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG

TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTC

CCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAG

CTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGT

AACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTA

CAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGG

TAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCT

TTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAA

TAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTA
GCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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