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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCC CCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu361 (291)
201 GTGAACGTTC CGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Ncol (560)
BstEII (555)
Agel (552)
501 CTGAGATCACCGGTCACCATGGTGAATGAATACAAGAGAA'ITG'ITCTGCTGAGAGG
> I MV NEYKR R IVLLTR RSGE
BsaBI (655)
Mscl (647)

601 ACTTGAATGTATCAATAAGCATTATTTTAGCTTATTTAAGTCATTGCTGGCCAGAGATTTAAATCTGGAAAGAGACAACCAAGAGCAATACACCACGATT

13 L EC INKHYFSLFKSLLARDLNLERDNQQEQYTT I
701 CAGATTGCTAACATGATGGAAGAGAAATTTCCAGCTGATTCTGGATTGGGCAAACTGATTGAGTTTTGTGAAGAAGTACCAGCTCTTAGAAAACGAGCTG

47 Q I ANMMETEKTFPADSGLGIKTL IEFT CETEVPALTZ RI KT RA

Peil (899)
EcoO1091 (867) BspLUIII (899)

801 AAATTCTTAAAAAAGAGAGATCAGAAGTAACAGGAGAAACATCACTGGAAAAAAATGGTCAAGAAGCAGGTCCTGCAACACCTACATCAACTACAAGCCA
8YE | L K K ERSEVTGETS SLEIKNGQEAGPATPTSTTSH
901 CATGTTAGCATCTGAAAGAGGCGAGACTTCTGCAACCCAGGAAGAGACTTCCACAGCTCAGGCGGGGACTTCCACAGCTCAGGCGAGGACTTCCACAGCT
113 ML ASERGETSATQETETSTAQAGTSTAQARTSTA
1001 CAGGCGAGGACTTCCACAGCTCAGGAGGGGACTTCCACAGCCCAGAAAAGAAAAAGTATGAGAGAAGAAGAGACTGGAGTGAAAAAGAGCAAGGCGGCTA
147 Q ARTSTAQEGT STAQKRIKS SMRETEETGVIKIKSZKAA
1101 AGGAACCAGATCAGCCTCCCTGTTGTGAAGAACCCACAGCCATIGTGCCAGTCACCAATACTCCACAGCTCATCTTCGGCTTCATCTAACATTCCTTCGGC

189 K E P DQPPCCEEPTAMCQSPILHSSSSASSNIPSA

Sspl (1231)

1201 TAAGAACCAAAAATCACAACCCCAGAATCAGAATATTCCCAGAGGTGCTGTTCTCCACTCAGAGCCCCTGACAGTGATGGTGCTCACTGCAACAGACCCA
213 K NQK SQPQNQNIPRGAVLHSEPLTVMVYLTATIDTFP
1301 TTTGAATATGAATCACCAGAACATGAAGTAAAGAACATGCTTCATGCTACAGTGGCTACAGTGAGCCAGTATTTCCATGTGAAAGTTTTCAACATCAACT
247 F EYE S PEHEVKNMLHATVATVYSQYTFHVKVFNIN
1401 TGAAAGAAAAGTTCACAAAAAAGAATTTTATCATCATATCCAATTACTTTGAGAGCAAAGGCATCCTGGAGATCAATGAGACTTCCTCTGTGTTAGAGGC

280 L K E K F TKKNF I I I SNYFESKG ILEINETSSVLEA
BglII (1562)

1501 TGCTCCTGACCAAATGATTGAAGTGCCCAACAGTATTATCAGAAATGCAAATGCAAGICCTAAGATCTGTGATATTCAAAAGGGTACTTCTGGAGCAGTG

33 APDQM IEVPNSITIRNANASPK I CDIQKGTSGAYV

1601 TTCTATGGAGTGTTTACATTACACAAGAAAACAGTGAACCGAAAGAACACAATCTATGAAATAAAAGATGGTTCAGGAAGCATAGAAGTGGTGGGGAGTG
347 F Y GV FTLHKKTVNRIKNT IYEIKDGSGS IEVVGS
1701 GAAAATGGCACAACATCAACTGCAAGGAAGGAGATAAACTCCACCTCTTCTGCTTTCACCTGAAAACAATTGACAGGCAACCAAAGTTAGTGTGTGGAGA
380G KW HN INCKEGDIKILHLTFCFHLIKTIDRQPIKLVCGE
BsaBI m (1861)
EcoRYV (1815) BsaBI (1861) Xeml (1877)

1801 ACACAGTTTCATCAAGATATCAAAGAGAGGAAATGTACCAAAGGAGCCTGCTAAGGAAGAAGATCACCATCATGGTCCCAAACAAGTGATGGTGCTGAAA
413 HS F I K 1 SKRGNVPKEPAKEEDHHHGPIK QVMVLK
1901 GTAACAGAACCATTTACATATGACCTGAAAGAGGATAAAAGAATGTTTCATGCTACCGTGGCTACTGAAACTGAGTTCTTCAGAGTGAAGGTTTTTGACA
447 V T E P F TYDLIKTEDIKRMFHATVATETTETFFRVIKVFD
2001 CAGCTCTAAAGAGCAAGTTCATCCCAAGAAATATCATTGCCATATCAGATTATTTTGGGTGCAATGGGTTTCTGGAGATATACAGAGCTTCCTGTGTCTC
480 T AL K S KF I'PRN 1T IAI1ISDYFGCNGTFLTETIYRASTCVS

Psp1406I (2107)
2101 TGATGTGAACGTTAATCCAACAATGGTTATCTCAAATACACTGAGACAAAGAGCTAATGCAACTCCTAAAATTTCTTATCTTTTCTCACAAGCAAGGGGG
53 DV NVNPTMV I SNTLRQRANATPK I SYLFSQARSGE

Scal (2216)

2201 ACATTTGTGAGTGGAGAGTACTTAGTAAATAAGAAAACGGAGAGGAATAAATTCATTTACTATGGAATTGGAGATGATACAGGGAAAATGGAAGTGGTGG
547 T FVSGEYLVNKKTERNKTFTIYYG IGDDTGIKMEVYV

BpuAlI (2306)

BbslI (2306)
2301 TTTATGGAAGACTCACCAATGTCAGGTGTGAACCAGGCAGTAAACTAAGACTTGTCTGCTTTGAATTGACTTCCACTGAAGATGGGTGGCAGCTGAGGTC
580V Y G R LTNVRCEPGSKLRLVCFELTSTEDGWA QLR RS

BamHI (2440)

2401 TGTAAGGCACAGTTACATGCAGGTCATCAATGCTAGAAAGGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTTCCTGATTAT
613 VR HSYMQV INARKGSYPYDVPDYAGYPYDVPDY
Mscl (2543)

Nhel (2537)
2501 GCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG
647 A G Y P YDV P DY A e

Hpal (2675)
2601 TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATT

EcoRI (2771)
2701 TTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGG AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTT
| . |



2801 TAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCT

2901 CACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCC

Sspl (3010) EcoO1091 (3085)
3001 TTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATA

3101 TCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGA
4434 ¢ N R T Y K L
Sacl (3285)
Ecl1361I (3285)
3201 GGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACAT
1344 P | L EE ITTKVLKGNME ILVFCDPAYDS ILERTCM
BstXI (3314)
3301 GCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACA
014 G C P SVVR ISRDVEDSYPHRVAY ITDFDKQGNSV

Stul (3449)
3401 GCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGG
674A S G | A ITAEACVTVRGIYAE IHVASITIEGTKTRIA
BspHI (3599)
BpuAl (3595)
Bbsl (3595)

3501 CCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTT
344 AGVHHKNDEYLMT IKETAVEVLELDQQS INFTHK

Asel (3657)
3601 CATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTG
14 M - -
Sacl (3714)
Ecl1361I (3714)

3701 ACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA GGAAAG

Spel (3812)
3801 TCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
_ -

SnaBI (3940)
3901 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

4001 GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

4101 CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

Pacl (4231)
Pstl (4224)
Sdal (4223) Pcil (4241)
SbfT (4223) BspLUI1I (4241)
4201 CATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG
-

4301 CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTC

4401 CCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAG

ApalLlI (4555)
4501 CTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGT

4601 AACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTA

4701 CAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGG

4801 TAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCT

Eagl (4991)
Pacl (4971) NotI (4990)
4901 TTGATC CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA GGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAA

5001 TAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTA
5101 GCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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