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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Agel (552) BspHI (568)
501 CTGAGATCACCGGTAGGAGGGCCATCATGATGTGGGGGACCAAACTTCTGCCGGTC
- 1I* M M W G T K L L P V

BspHI (689)
601 CTGTTGCTGCAGCATGTCCTCCTGCACCTCCTCCTGCTTCATGTCGCCATCCCCTATGCAGAAGGACAGAAGAAAAGAAGAAATACACTTCATGAATTTA

11 L L L Q HV L L HL L L LHVAI PYAESGA QKI KT RIR RNTIULUHTETF
Bbsl (729)

701 AAAAGTCAGCAAAAACTACTCTTACCAAGGAAGACCCATTACTGAAGATTAAAACCAAAAAAGTGAACTCTGCAGATGAGTGTGCCAACAGGTGTATCAG

44 K K S A K T T L T K E D P L L K1 K TKIKVNSADTET CANRTC I R

801 GAACAGGGGCTTTACGTTCACTTGCAAGGCCTTCGTTTTTGATAAGTCAAGAAAACGATGCTACTGGTATCCTTTCAATAGTATGTCAAGTGGAGTGAAA
77* N R G F T F T C KA F V F DK SR K RT CYWYPTFNSMSSG VK
Mscl (908)
901 AAAGGGTTTGGCCATGAATTTGACCTCTATGAAAACAAAGACTATATTAGAAACTGCATCATTGGTAAAGGAGGCAGCTATAAAGGGACGGTATCCATCA
111 K G F G H E F D L Y E NK DY I RNTCI I GKGGS Y K G TV S I
1001 CTAAGAGTGGCATCAAATGCCAGCCTTGGAATTCCATGATCCCCCATGAACACAGCTTTTTGCCTTCGAGCTATCGCGGTAAAGACCTACAGGAAAACTA
144 T K S G I K C Q P WNSM I P HEHST FULUPSSYRGIKDTULIOQENY
Xhol (1111) SandI (1127)
1101 CTGTCGAAATCCTCGAGGGGAAGAAGGGGGACCCTGGTGTTTCACAAGCAATCCAGAGGTACGCTACGAAGTCTGTGACATTCCTCAGTGTTCAGAAGTT
177 C R NP R G E E G GPWTZ CTFTSNPEVU RYEUVCDI P QCSE V
Nsil (1202) Eco47IIT (1270)
1201 GAATGCATGACCTGCAATGGTGAAAGCTACAGAGGTCCCATGGATCACACAGAATCAGGCAAGACTTGTCAGCGCTGGGACCAGCAGACACCACACCGGC
211 E C M T C N G E S YR GP M DHTESGIKTTC QRWDIQQTP HR
EcoRV (1318)
1301 ACAAGTTCTTGCCAGAAAGATATCCCGACAAGGGCTTTGATGATAATTATTGCCGCAATCCTGATGGCAAGCCGAGGCCATGGTGCTACACTCTTGACCC
244kH K F L P E R Y P DK G F DDNYCRNZPWDSGI KPR RPWTCYTTULTDF®P
Nsil (1484)

PshAl (1457) Xmnl (1482)
1401 TGACACCCCTTGGGAGTATTGTGCAATTAAAACGTGCGCTCACAGTGCTGTGAATGAGACTGATGTCCCTATGGAAACAACTGAATGCATTCAAGGCCAA
277 D T PWEYCAIl KTCAHSAVNETHDVZPMETTTETCI QGAQ

EcoRV (1584)
1501 GGAGAAGGTTACAGGGGAACCAGCAATACCATTTGGAATGGAATTCCCTGTCAGCGTTGGGATTCGCAGTACCCTCACAAGCATGATATCACTCCCGAGA

311k G E G Y R G T S N T I WNUG I P CQRWD S QY PHIKHTDI I TPE
1601 ACTTCAAATGCAAGGACCTTAGAGAAAATTATTGCCGCAATCCAGATGGGGCTGAATCACCATGGTGTTTTACCACTGACCCAAACATCCGAGTTGGCTA
344N F K C K D L R ENYCRNPUDSGAES®PWCTFTTWDZPNIRVGY

BsaBI (1740)

1701 CTGCTCTCAAATTCCCAAGTGTGACGTGTCAAGTGGACAAGATTGTTATCGTGGCAATGGGAAAAATTACATGGGCAACTTATCCAAAACAAGGTCTGGA

377 C S Q I P K C DV S S GQDTZ CYU RGNGI KNYMGNTLSTI KTHR RS G
BspLUI1I (1803) Nhel (1866)

1801 CTTACATGTTCCATGTGGGACAAGAATATGGAGGATTTACACCGTCATATCTTCTGGGAGCCAGATGCTAGCAAATTGAATAAGAATTACTGCCGGAATC
4117 L T C S M W D K NM E DL HRHI FWEUZPUDASTZ KTLNIEKNYTCTR RN
1901 CTGATGATGATGCCCATGGACCTTGGTGCTACACGGGGAATCCTCTTATTCCTTGGGATTATTGCCCTATTTCCCGTTGTGAAGGAGATACTACACCTAC
444 P D D DA HGPWZCYTGNPTLTI PWDYT C®PI SRT CETGDTTZ®PT
2001 AATTGTCAATTTGGACCATCCTGTAATATCCTGTGCCAAAACAAAACAACTGCGGGTTGTAAATGGCATTCCAACACAAACAACAGTAGGGTGGATGGTT
477 1 V N L DHP VI SCAZKTI KU QLI RVVNG GIPTOQTTVGWMV
2101 AGTTTGAAATACAGAAATAAACATATCTGTGGAGGATCATTGATAAAGGAAAGTTGGGTTCTTACTGCAAGACAATGTTTTCCAGCCAGAAACAAAGACT
511 S L K Y R N K H I C G G S L I K E SWVLTARTI QT CTFUPARNTIKSTD

Pvull (2283)
BspHI (2237) BglIl (2266) Xeml (2282)
2201 TGAAAGACTATGAAGCTTGGCTTGGCATCCACGATGTTCATGAGAGAGGCGAGGAGAAGCGCAAGCAGATCTTAAACATTTCCCAGCTGGTCTATGGTCC
544fL K D Y E A WL G I HDVHETZ RTGTETEZ KT RIKI QI LNI SQLVYGSF?P
BsrGI (2388)
2301 TGAAGGCTCAGACTTGGTTTTACTGAAGCTTGCTCGACCTGCAATCCTGGATAACTTTGTCAGTACAATTGATTTACCTAGTTATGGTTGTACAATCCCT
577 E G S DL VLLI KTLARUZPAILUDNTFVSTI DLZPSYGCTII P
2401 GAAAAGACCACTTGCAGTATTTACGGCTGGGGCTACACTGGATTGATCAACGCGGATGGTTTATTACGAGTAGCTCATCTGTATATTATGGGGAATGAGA
611 E K T T C S I Y G W G Y T G L I NADGTLTULU RVAUHLY Il MGNE
2501 AATGCAGTCAGCACCATCAAGGCAAGGTGACTTTGAATGAGTCTGAGTTATGTGCTGGT GCTGAAAAGATTGGATCAGGACCATGTGAGGGAGATTATGG
644K C S Q H HQ G K V TLNESTETLTCAGATETZKTIGSGZPT CETGTUDTYG
2601 TGGCCCACTCATTTGTGAACAACACAAAATGAGAATGGTTCTTGGTGTCATTGTTCCTGGTCGTGGATGTGCCATCCCAAATCGTCCTGGTATTTTTGTT
677" G P L I C E Q H K MRMV LGV I VPGRG GG CATIPNRZPGI F V



Xbal (2774) Mscl (2785)
2701 CGAGTAGCATATTATGCAAAATGGATACACAAAGTAATTTTGACATACAAGTTGTAATAGCCATAGAAGAGGCCTCTAGACTAGCTGGCCAGACATGATA
711 R V A Y Y A K W I H K V I L T Y K L e _—
2801 AGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTA

Hpal (2917)
2901 TAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTA

3001 CAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGG
_ -

SapI (3195)
3101 CATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCT

Sspl  (3252) Swal (3266)
3201 TCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTT

3301 TTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACA

3401 GCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCAC
4494 ¢« N R T Y K L P I L E E I T T K V L KGN NWMTE I L V
Sacl (3527) BstXI (3556)
3501 AAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTG
1154 F ¢ D P A Y DS I L ERCMGT C®PSVVURIlI SRUDVETDSTYZPHTR
3601 ACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAA
814V A V | T D F DK QGNSVASGI AI AEATCVTVRZ RGI Y ATE I
3701 TGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGAC
484 H V A S | | E G T K TR I AA GV HHIKNDTETZYTLMTI KETAV
Bbsl (3837)
Xmnl (3833) Asel (3899)
3801 CTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGA
154 E VL E L D QQ S I NF T K M=

Sacl (3956)
3901 TTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCC
o

Spel (4054)
4001 ATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTG
e

SnaBI (4182)
4101 GAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCA

Ndel (4287)
4201 AGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACT

4301 TGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTG

Pacl (4473)

Sdal (4465) BspLUI1I (4483)
4401 ACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGC
e

4501 CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

4601 GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT

ApaLl (4797)
4701 GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

4801 CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

4901 CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

5001 CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

5101 CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

Eagl (5233)
PacI (5213) Swal (5222) NotI (5232)
5201 TGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

5301 ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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