Pvul (7)

Sgfl (6)
Eagl (4831)
NotI (4830)
Swal (4820)
Pacl (4811)

ApaLl (4395)

pMBI ori

Pacl (4071)
PstI (4064)
Sdal (4063)

Ndel (3885) hCMV enh

SnaBI (3780)

Spel (3652) hCMV prom

Sacl (3554)
Asel (3497)
Xmnl (3431)

Stul (3289)
(h) Bglobin p(A)

Sacl (3125)

Swal (2864)
SspI  (2850)

EcoRI (2611)
125 Mfel (2526)

hEF1-HTLV prom

pUNO1-mGRN

(4995 bp)

SV40 p(A)

Mfel (82)

Psp14061I (203)

HindIII (245)

NgoMIV (441)
KasI (535)

Agel (552)
phl (560)

Xcml (762)
Xbal (768)
Ncol (789)
Mscl (792)
Xcml (795)

mGranulin

Stul (1058)
Ncol (1095)

BglIl (1667)
Dralll (1685)
Dralll (1701)

BsrBI (1900)
EcoRV (1915)
Eagl (2042)
Sall (2089)

BamHI (2343)
Nhel (2377)

Hpal (2515) \jqc1 (2383)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
SphI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCCTCCCAGGGAGCCCGGACCCCGACGCAGGCAGAC
- 1M P P R E P G P R RRQT

601 CATGTGGGTCCTGATGAGCTGGCTGGCCTTCGCGGCAGGGCTGGTAGCCGGAACACAGTGTCCAGATGGGCAGTTCTGCCCTGTTGCCTGCTGCCTTGAC
13 M WV LMSWLAFAAGLVAGTA QCPDGA QFTC®PVATCTCTLD

Xeml (795)
Xbal (768) Mscl (792)
Xeml (762) Ncol (789)
701 CAGGGAGGAGCCAACTACAGCTGCTGTAACCCTCTTCTGGACACATGGCCTAGAATAACGAGCCATCATCTAGATGGCTCCTGCCAGACCCATGGCCACT
47" Q G G A NY S C CNWPLULUDTW®PR RI1I TS HHLUDG G ST CAQTHGH

801 GTCCTGCTGGCTATTCTTGTCTTCTCACTGTGTCTGGGACTTCCAGCTGCTGCCCGTTCTCTAAGGGTGTGTCTTGTGGTGATGGCTACCACTGCTGCCC
8¢kC P AGY S CL L TV S GTSSTCCPTFSIKG GVSCGDTGYHT CTCF®P

901 CCAGGGCTTCCACTGTAGTGCAGATGGGAAATCCTGCTTCCAGATGTCAGATAACCCCTTGGGTGCTGTCCAGTGTCCTGGGAGCCAGTTTGAATGTCCT
113 Q G F H C S A DGIK S CFAQMSDNPLGAVQC®PGSAQFTETCTFP

Stul (1058) Neol (1095)

1001 GACTCTGCCACCTGCTGCATTATGGTTGATGGTTCGTGGGGATGTTGTCCCATGCCCCAGGCCTCTTGCTGTGAAGACAGAGTGCATTGCTGTCCCCATG
147 D S AT CC 1 MV DGSWGT CT CPMPI QASTCT CETDTR RVYVHTCTCTPH
1101 GGGCCTCCTGTGACCTGGTTCACACACGATGCGTTTCACCCACGGGCACCCACACCCTACTAAAGAAGTTCCCTGCACAAAAGACCAACAGGGCAGTGTC
180G A S C DL VH TR CVSPTGTHTTLTLZIKTI KTFUPAIOQKTNTZ RAVS
1201 TTTGCCTTTTTCTGTCGTGTGCCCTGATGCTAAGACCCAGTGTCCCGATGATTCTACCTGCTGTGAGCTACCCACTGGGAAGTATGGCTGCTGTCCAATG
213 L P F S V.V CPDAIKTOQCPUDTUDS ST CT CETLZ PTG GIKYGCCTPWM
1301 CCCAATGCCATCTGCTGTTCCGACCACCTGCACTGCTGCCCCCAGGACACTGTATGTGACCTGATCCAGAGTAAGTGCCTATCCAAGAACTACACCACGG
247 P N A 1 C C S DHLUHCCPAOQDTUVCDTLTI QSKTCLSI KNYTT
1401 ATCTCCTGACCAAGCTGCCTGGATACCCAGTGAAGGAGGTGAAGTGCGACATGGAGGTGAGCTGCCCTGAAGGATATACCTGCTGCCGCCTCAACACTGG
280D L L T K L P G Y P V KE VKO CDMEVSCPETGYTT CT CRTLNTSG
1501 GGCCTGGGGCTGCTGTCCATTTGCCAAGGCCGTGTGTTGTGAGGATCACATTCATTGCTGCCCGGCAGGGTTTCAGTGTCACACAGAGAAAGGAACCTGC
313 A W G C C P F A KAV CC CET DU HI HCC CPAGTFI QCHTTETZKTGTSC
Bglll (1667) Dralll (1685)
1601 GAAATGGGTATCCTCCAAGTACCCTGGATGAAGAAGGTCATAGCCCCCCTCCGCCTGCCAGACCCACAGATCTTGAAGAGTGATACACCTTGTGATGACT
347 E M G I L Q VP WM K K V I AP LRLUPDTPAI QI L KSDTUPTCTDTD
Dralll (1701)
1701 TCACTAGGTGTCCTACAAACAATACCTGCTGCAAACTCAATTCTGGGGACTGGGGCTGCTGTCCCATCCCAGAGGCTGTCTGCTGCTCAGACAACCAGCA
380k F T R C P T NN T C C KL NS GDWGT CTCZ®P 1 PEAUVCTCSDNA QH
1801 TTGCTGCCCTCAGGGCTTCACATGTCTGGCTCAGGGGTACTGTCAGAAGGGAGACACAATGGTGGCTGGCCTGGAGAAGATACCTGCCCGCCAGACAACC
413 C C P Q G F TCLAQGYT COQKG GDTMVAGTLTETKTIPARI QTT
BsrBI (1900) EcoRV (1915)

1901 CCGCTCCAAATTGGAGATATCGGTTGTGACCAGCATACCAGCTGCCCAGTAGGGCAAACCTGCTGCCCAAGCCTCAAGGGAAGTTGGGCCTGCTGCCAGC
447 P L Q I G D I G C D QHTSCPVGQTT CTCZPSLIKGSWATCTCAQ

Eagl (2042) Sall (2089)
2001 TGCCCCATGCTGTGTGCTGTGAGGACCGGCAGCACTGTTGCCCGGCCGGGTACACCTGCAACGTGAAGGCGAGGACCTGTGAGAAGGATGTCGACTTTAT
480L P H A V C C E D R Q HCCUPAGYTO CNVIKARTT CTETKTDVD F I
2101 CCAGCCTCCCGTGCTCCTGACCCTCGGCCCTAAGGTTGGGAATGTGGAGTGTGGAGAAGGGCATTTCTGCCATGATAACCAGACCTGTTGTAAAGACAGT
513 Q P P VL L TLGPIKVGNVETECGETGHTFT CHUDNA QTT CTCTZ KD S
2201 GCAGGAGTCTGGGCCTGCTGTCCCTACCTAAAGGGTGTCTGCTGTAGAGATGGACGTCACTGTTGCCCCGGTGGCTTCCACTGTTCAGCCAGGGGAACCA
547 A G VWA C CP Y L K GV CCRU DGR RUHTCT CPG GG GTFUHT CSA AR RTGT

Mscl (2383)

BamHI (2343) Nhel (2377)
2301 AGTGTTTGCGAAAGAAGATTCCTCGCTGGGACATGTTTTTGAGGGATCCGGTCCCAAGACCGCTACTGTAAGGAAGGGCTAGCTGGCCAGACATGATAAG
580K C L R K K I P R WDWMTF L R DU P VP RUP L L e _

2401 ATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATA

Hpal (2515) Mfel (2526)
2501 AGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACA

EcoRI (2611)
2601 AATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCA
B -

2701 TCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTC




Sspl  (2850) Swal (2864)
2801 ATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTT

2901 TTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGC

3001 AAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAA
414 ¢ N R T Y K L P I L E E I T T K V L K G NWMTE I L V F
Sacl (3125)
3101 AGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGAC
1144 C D P A Y DS I L ERCMSGT C®PSVVZ Rl SRDVETDSYPHTR RV
Stul (3289)
3201 AGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATG
814 A V I T D F DK QGNJSVASGI A1 AEACVTVR RGI Y A E I

3301 TGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCT

474H V A S | Il E G T K TR 1T A A GVHHIKNIDEYLMT I KETAVE
Xmnl (3431) Asel (3497)

3401 CCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATT
144 VvV L E L D Q QS I N F T KM =

Sacl (3554)
3501 AATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCAT
o

Spel (3652)
3601 TTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGA
e

SnaBI (3780)
3701 AATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAG

Ndel (3885)
3801 TAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTG

3901 ATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGAC

Pacl (4071)
Pstl  (4064)
Sdal (4063)
4001 GTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCA
-

4101 GCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGG

4201 TGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGT

ApaLlI (4395)
4301 CCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCA

4401 CGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACT

4501 GGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCT

4601 GCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCA

4701 GCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTG

Eagl (4831)
Pacl (4811) Swal (4820) NotI (4830)
4801 GTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAAC

4901 ATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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