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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindlII (245)
Psp1406] (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BStEII (555)
Agel (552) Ncol (560) BspLU11I (578)
501 CTGAGATCACCGGTCACCATGGCCTCAGAGATCCACATGTCGGAACCCATGTGCCT
= 1*M A S E I HM S E PMC L
Spel (621) BamHI (647)
601 CATTGAGAACACTGAGGCTCAACTAGTGATCAACCAGGAGGCTCTGAGGATCCTGTCTGCCATTACACAGCCTGTGGTGGTGGTGGCAATCGTGGGCCTC
13 | ENT EAQ LV I NQEALT RILSAITQPVVVVAIVGL
Nhel (732)

701 TACCGCACAGGCAAATCCTACCTGATGAACAAGCTAGCTGGGAAGAGGACAGGCTTTTCCCTGGGCTCCACTGTGCAGTCTCACACCAAGGGCATCTGGA
47 Y R T G K S Y L M N K LAGIK I RTSGT FSLGSTUVAQSHTIKG I W
Eco01091 (857)
801 TGTGGTGTGTGCCTCACCCCAAGAAGGCAGGGCAAACCCTGGTTCTGCTTGACACTGAGGGCCTTGAAGATGTTGAGAAGGGTGACAACCAGAATGACTG
8*M W C V P H P K K A G QT LV L LDTESGILTEDVEZKS GHDNA QNDC
DrallI (988)
Ncol (974) Pvull (982)
901 CTGGATCTTTGCTTTGGCAGTCCTCCTCAGCAGCACCTTCATCTACAACAGCATAGGAACCATCAACCAGCAGGCCATGGACCAGCTGCACTATGTGACG
113 w | F A L AV L L S ST F 1T YNIS 1T GT I NQQAMDI G QTULUHYVT
Xeml (1081)
1001 GAGCTAACTGATCTTATCAAGTCAAAGTCATCACCTGACCAGAGTGGGGTAGACGATTCCGCTAACTTTGTGGGCTTCTTTCCAACCTTTGTGTGGACTC
147 E L T D L I K S K S S PDQ SGVDDSANTFVGFFPTFVWT
Xhol (1114) Hpal (1126)
1101 TGAGAGATTTCTCCCTCGAGCTGGAGGTTAACGGAAAACCCGTCACTTCTGATGAGTACCTGGAACATTCCCTGACCCTGAAAAAAGGAGCTGATAAGAA
189 L R D F S L E L EV N G K PV T SDEY L EH S LTULZIKI K GADK K
HindIII (1206) Stul (1273)
1201 AACTAAAAGCTTTAATGAGCCGCGACTGTGCATCAGGAAATTCTTTCCAAAGAGGAAGTGCTTCATCTTTGACAGGCCTGCTCAGAGGAAGCAACTTAGC
213 T K S F N E P R L C I RK F F P K RIKCF F I FDRUPAQR RIKIQTL S
1301 AAACTGGAGACTCTGCGGGAGGAGGAGCTGTGTGGTGAATTTGTAGAACAAGTTGCAGAATTCACCTCATACATCTTGAGCTACTCTTCTGTCAAGACTC
247 K L E T L R E E E L C G E FV EQVAETFTSY I L SY S SVKT
1401 TGTGTGGTGGCATCATAGTCAATGGGCCACGTCTAAAGAGCCTGGTGCAGACCTATGTTGGTGCCATCAGCAATGGGTCTCTCCCCTGCATGGAGAGTGC
280L C G G I I VNG PR LK SLVQTYVGA 1 SNG G SULUPCMTESA
1501 TGTGCTGACTTTGGCCCAGATAGAGAACTCAGCAGCAGTGCAAAAGGCCATCACCCACTATGAAGAACAGATGAATCAGAAGATTCAGATGCCCACAGAA
338 v L T LAQ I ENSAAV QKA ATITHYTETEQMNGO QIK I QMTPTE
Bbsl (1654)
1601 ACCCTCCAGGAGCTCCTGGATCTGCACAGGCCAATTGAGAGTGAGGCCATTGAGGTCTTCCTGAAGAATTCTTTCAAGGATGTAGACCAAAAGTTCCAGA
347 T L Q E L LD LHR®P I ESEAII EV FLKNSTFIKUDVDAI QK FQ
1701 CAGAATTAGGGAACCTGCTGGTAGCCAAGCGAGATGCCTTTATCAAGAAGAACATGGATGTCTCATCAGCTCGTTGCTCAGACTTGCTGGAGGATATTTT
30T E L G N L LV AKI RDATF I KKNMDVSSART CSD L LETD I F
BstXI (1899)
1801 TGGACCCCTGGAAGAAGAAGTAAAATTAGGGACATTTTCTAAACCAGGAGGTTACTACCTCTTCCTTCAAATGAGACAAGAGCTAGAGAAAAAGTATAAC
413 G P L E E EV K L GTF SK PGG Y Y L FLQMU RQTETLTETZKK YN
1901 CAGGCTCCTGGGAAGGGGCTCCAGGCAGAAGCGATGCTGAAAAACTACTTTGATTCCAAGGCAGATGTTGTTGAAACACTTCTACAGACGGATCAGTCAC
447 Q AP G K G L Q ANEAMLIKNYFD SKADVYVY ETLULAOQTUDNA QS
BsiWI (2032)
2001 TCACAGAGGCAGCAAAGGAGGTAGAAGAGGAACGTACGAAGGCTGAAGCTGCTGAAGCTGCAAACAGAGAGTTAGAAAAGAAGCAGAAGGAGTTCGAGCT
48kL T E A A K E V E E E R T K A EA A EAANIRETLEZKIKQK E F E L
2101 GATGATGCAGCAGAAGGAAAAGAGTTACCAGGAGCATGTGAAGAAGCTGACTGAGAAGATGAAAGACGAACAGAAACAGTTATTAGCAGAACAGGAAAAC
51338 M M Q Q K E K S YQ EHV KK LTTETZKMEKT DTETI QIKT QTLTLATETG QEN
2201 ATCATAGCTGCTAAACTTCGGGAACAGGAAAAATTTCTTAAGGAAGGATTCGAGAATGAGAGCAAAAAACTTATTCGAGAGATTGATACCCTGAAGCAAA
547 | I A A K L R EQ EK F L K EG F ENE SKIK L I RE I DT L K Q
ApaLl (2316) AvrllI (2368) Mscl (2380)
2301 ACAAATCGTCTGGGAAGTGCACTATACTCTGAAGGCCCAAGGCCCAAACCTCTCTGCCAAGCTCTCTCCCTAGGACTAGCTGGCCAGACATGATAAGATA
580N K S S G K C T | L e
2401 CATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGC




Hpal (2512)
2501 TGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAAT

2601 GTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCA
_ -

Sapl (2790)
2701 GGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATT

Sspl (2847) Swal (2861)
2801 TCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTA

Eco0O1091 (2922)
2901 TTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAG

3001 AAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGC
4494 « N R T Y K L P I L EE I T TKV LKGNME I LV FTC
BstXI (3151)
3101 AGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGC
134 D P A Y D S | L E R C M G C P SV V R I SRDVEDTSTYTPHTZ RVA
Stul (3286)
3201 CACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGG
804V | T D FDKOQGNSVASG I A I AEACV TV RG I Y ATE IH

3301 ACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCA

464V A S | | EG T K TR I AAGV HHIEKNDTETYTLMT I KTETAVEYV
BbsI (3432) Asel (3494)

3401 CCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAAT
13 L ELDQQS I N FTEK M=
3501 TGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTG
-

Spel (3649)
3601 CGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAAT
-

SnaBI (3777)
3701 CCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAG

Ndel (3882)
3801 GAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATG

3901 TACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTC

Pacl (4068)
Pstl (4061)
Sdal (4060) BspLU111 (4078)
4001 AATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCA
=

4101 AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGG

4201 CGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCG

ApalLl (4392)
4301 CCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGA

4401 ACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGT

4501 AACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCG

4601 CTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCA

4701 GATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTC

Eagl (4828)
Pacl (4808) Swal (4817) NotI (4827)
4801 ATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATA

4901 CGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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