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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) Sphl (568) Avrll (579)
501 CTGAGATCACCGGTAGGAGGGCCAGCATGCCCAACCCTAGGCCAGCCAAGCCTATG
- 1M P N P R P A K P M

SandlI (695)
601 GCTCCTTCCTTGGCCCTTGGCCCATCCCCAGGAGTCTTGCCAAGCTGGAAGACTGCACCCAAGGGCTCAGAACTTCTAGGGACCAGGGGCTCTGGGGGAC
11 A P S L A LGP SPGV LUPSWIKTAPIKTGS ST ELIULSGTI RSGSSGG
Pstl (771)
701 CCTTCCAAGGTCGGGACCTGCGAAGTGGGGCCCACACCTCTTCTTCCTTGAACCCCCTGCCACCATCCCAGCTGCAGCTGCCTACAGTGCCCCTAGTCAT
4P F Q G R D LR SGAHTSSSLNWPLU®PPSQLOQL®PTVPLVM
Tth111I (820) Nsil (873)
801 GGTGGCACCGTCTGGGGCCCGACTAGGTCCCTCACCCCACCTACAGGCCCTTCTCCAGGACAGACCACACTTCATGCATCAGCTCTCCACTGTGGATGCC
77 VvV A°OP S GAIRULGUPSUPHILQALUL QD RPHT FMHAOQLSTVDA
901 CATGCCCAGACCCCTGTGCTCCAAGTGCGTCCACTGGACAACCCAGCCATGATCAGCCTCCCACCACCTTCTGCTGCCACTGGGGTCTTCTCCCTCAAGG
111 H A Q T P V L Q V R P L DN PAM I S L PPPSAATSG GV F S LK
1001 CCCGGCCTGGCCTGCCACCTGGGATCAATGTGGCCAGTCTGGAATGGGTGTCCAGGGAGCCAGCTCTACTCTGCACCTTCCCACGCTCGGGTACACCCAG
144 A R P G L P P G I NV A S L EWV SREWPALIULTCT FU®PRSGT PR
BamHI (1131)
1101 GAAAGACAGCAACCTTTTGGCTGCACCCCAAGGATCCTACCCACTGCTGGCAAATGGAGTCTGCAAGTGGCCTGGTTGTGAGAAGGTCTTCGAGGAGCCA
77 K D S N L L AAPQGSYPLLANSGVT CIKMWUZPGT CTETZ KV FETEFP
1201 GAAGAGTTTCTCAAGCACTGCCAAGCAGATCATCTCCTGGATGAGAAAGGCAAGGCCCAGTGCCTCCTCCAGAGAGAAGTGGTGCAGTCTCTGGAGCAGC
211 E E F L K H C Q A DH L LDTEZKG GHEKAQTCTULTLAOQRTEVVQSLEAQ
1301 AGCTGGAGCTGGAAAAGGAGAAGCTGGGAGCTATGCAGGCCCACCTGGCTGGGAAGATGGCGCTGGCCAAGGCTCCATCTGTGGCCTCAATGGACAAGAG
244¥Q L E L E K E K L G A MQAHLAGIKMATLAIKAUPSVASMD K S

Scal (1422)
1401 CTCTTGCTGCATCGTAGCCACCAGTACTCAGGGCAGTGTGCTCCCGGCCTGGTCTGCTCCTCGGGAGGCTCCAGACGGCGGCCTGTTTGCAGTGCGGAGG
277 S C C I VAT S TQG SV LPAWSAPRTEAPDSGSGTULTFAV RHR
Ncol (1514)

1501 CACCTCTGGGGAAGCCATGGCAATAGTTCCTTCCCAGAGTTCTTCCACAACATGGACTACTTCAAGTACCACAATATGCGACCCCCTTTCACCTATGCCA
311 H LW G S HGNS S FPETFFHNMDYTFIKYHNMRUPUPTFTYA

1601 CCCTTATCCGATGGGCCATCCTGGAAGCCCCGGAGAGGCAGAGGACACTCAATGAAATCTACCATTGGTTTACTCGCATGTTCGCCTACTTCAGAAACCA
344 T L | RW A | L EA P ERQRTILNZE I YHWFT RMTFAYFRNH
1701 CCCCGCCACCTGGAAGAATGCCATCCGCCACAACCTGAGCCTGCACAAGTGCTTTGTGCGAGTGGAGAGCGAGAAGGGAGCAGTGTGGACCGTAGATGAA
377# P AT W K N A I RHNLUSLHIKTCT FV RV ESEZKSGAVWT VD E

Nhel (1860)

1801 TTTGAGTTTCGCAAGAAGAGGAGCCAACGCCCCAACAAGTGCTCCAATCCCTGCCCTTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTG
411 F E F R K K R S Q R P N K C S N P C P o

Hpal (1998)
1901 GACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGT

Mfel (2009) EcoRI (2094)
2001 TAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTC
-
2101 TAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAA
-

Sapl (2276)
2201 TGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAA

Sspl (2333) Swal (2347)
2301 ATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCA

2401 GATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTA

2501 GCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAG
1494 ¢ N R T Y K L P I L E E I T T KV LK GNMTE I LV FCDUPAY



2601 TCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAA
084D S | L E R CM G C P SV V R I SRDV EDSTYUPHT RVYVAV I TODF
Stul (2772)
2701 AGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGAT
754 D KQGN SV ASG I A I AEACVTVURG I YATETIHVAS | I
2801 CTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCC
4924 E G T K TR I AAGVHHEKNTDTETYTLMT I KETAVEVTLTETLTHD
Asel (2980)

2901 TGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGT
84Q Q S I N F T K M= -

3001 GGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGG

Spel (3135)
3101 AGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAA
-

SnaBI (3263)
3201 CCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAG

Ndel (3368)
3301 GTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGG

3401 CAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTC

Pacl (3554)
Pstl (3547)
Sdal (3546) BspLUI11I (3564)
3501 GTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC
-

3601 GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

3701 ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG

ApalLI (3878)
3801 GGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC

3901 CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG

4001 AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA

4101 GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA

Pacl (4294)
4201 AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATT

Eagl (4314)
Swal (4303) NotI (4313)
4301 AACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAA

4401 ACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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