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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Sphl (560)
Agel (552)

501 CTGAGATCACCGGTCAGCATGCTGTGGATCTGGGCTGTCCTGCCTCTGGTGCTTGC

- iI*M L W I WAV L P L VLA

BspHI (672)
601 TGGCTCACAGTTAAGAGTTCATACTCAAGGTACTAATAGCATCTCCGAGAGTTTAAAGCTGAGGAGGCGGGTTCATGAAACTGATAAAAACTGCTCAGAA
13 G S QLR VHTQGTNSIT SESLI KTLIR RRRVHETUDIKNTCSE

701 GGATTATATCAAGGAGGCCCATTTTGCTGTCAACCATGCCAACCTGGTAAAAAAAAAGTTGAGGACTGCAAAATGAATGGGGGTACACCAACCTGTGCCC
47 G L Y Q G G P F C C QP CQPGIKIKIKVEW DT CIKMNGSGTU®PTTCA
BstAPI (851) BstAPI (860) Sapl (874)
801 CATGCACAGAAGGGAAGGAGTACATGGACAAGAACCATTATGCTGATAAATGCAGAAGATGCACACTCTGCGATGAAGAGCATGGTTTAGAAGTGGAAAC
80kP C T E G K E Y M DK NHY AD KT CRRT CTULT CDTETEWUHSGTLTEVET
901 AAACTGCACCCTGACCCAGAATACCAAGTGCAAGTGCAAACCAGACTTCTACTGCGATTCTCCTGGCTGTGAACACTGTGTTCGCTGCGCCTCGTGTGAA
113k N C T L TQNTKTC KT CIKU®PDT FY CDSUPGT CEHT CVRTCASCE
PstI (1041)
1001 CATGGAACCCTTGAGCCATGCACAGCAACCAGCAATACAAACTGCAGGAAACAAAGTCCCAGAAATCGCCTATGGTTGTTGACCATCCTTGTTTTGTTAA
147 H 6 T L E P C TA TS NTNZ CRI KO QSPRNRLMWTLTLTII L VL L
Xbal (1171)
1101 TTCCACTTGTATTTATATATCGAAAGTACCGGAAAAGAAAGTGCTGGAAAAGGAGACAGGATGACCCTGAATCTAGAACCTCCAGTCGTGAAACCATACC

1801 P L V F I Y R K'Y R KR K CWJIKI R RQDUDU®PZESU RTSSURETII P
Bbsl (1249) Xhol (1283)
1201 AATGAATGCCTCAAATCTTAGCTTGAGTAAATACATCCCGAGAATTGCTGAAGACATGACAATCCAGGAAGCTAAAAAATTTGCTCGAGAAAATAACATC
213 M N A S N L S L S K Y I PRI A EDMT I QE A KK F A R E NN
BstXI (1383)
Nsil (1324) Acc65T  (1379)
1301 AAGGAGGGCAAGATAGATGAGATCATGCATGACAGCATCCAAGACACAGCTGAGCAGAAAGTCCAGCTGCTCCTGTGCTGGTACCAATCTCATGGGAAGA
247 K E G K I D E I M HDS 1 QDTAEI QK V QL ULLT CWYOQSHGK
Nsil (1403) EcoO1091 (1484)
BsaBI (1402) XemI (1479)
1401 GTGATGCATATCAAGATTTAATCAAGGGTCTCAAAAAAGCCGAATGTCGCAGAACCTTAGATAAATTTCAGGACATGGTCCAGAAGGACCTTGGAAAATC
280kS D A Y Q DL I K GL K KATET CRU RTLUDI KT FIQDMVYVYQKT DTLGTK S

Msel  (1563)
Nhel (1557)
1501 AACCCCAGACACTGGAAATGAAAATGAAGGACAATGTCTGGAGTGAAAACTACCTCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGAC
313 T P D T G N E NE G Q C L E o

Hpal (1695)
1601 AAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAA

Mfel (1706) EcoRI (1791)
1701 CAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAA
> -

1801 AATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGT

Sapl (1973)
1901 GCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATG

SspI  (2030) Swal (2044)
2001 CACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGAT

EcoO1091 (2105)
2101 GCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCT

2201 TTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCA
1414 ¢« N R T Y K L P I L E E I T T K V L KGN NWMTE I L VF CDUZPAYD
Sacl (2305) BstXI (2334)
2301 GAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGT
1074S | L E R CM G C P SV VR I SRDVEHDSTYTZPHRVAVI TDTFTD
Stul (2469)
2401 CCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTC
744 K Q G NS VA S GI A1l AEACVTVRGI YAETIHVASI I E



2501 CCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGC

414 G T K T R I A A GV HHI KNDTETYLMTI KETAVTEUVTLTETLTDNAQ
Bbsl (2615)
XmnI (2611) Asel (2677)
2601 TGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGA
740 S I N F T K M == -

Sacl (2734)
2701 TGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (2832)
2801 TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCG
-

SnaBI (2960)
2901 CTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTC

Ndel (3065)
3001 ATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAG

3101 TTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTT

Pacl (3251)
Pstl (3244)
Sdal (3243) pLUL1I (3261)
3201 GGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTA
-

3301 AAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACT

3401 ATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGA

ApaLl (3575)
3501 AGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCG

3601 ACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGC

3701 GAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTT

3801 ACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAA

Pacl (3991)
3901 AAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAC

Eagl (4011)
Swal (4000) NotI (4010)
4001 ATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACA
4101 AAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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