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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Ncol (560)
BstEII (555)
Agel (552) Bsp120I (592)

501 CTGAGATCACCGGTCACCATGGAGCGCGACGGCGACCAGGCAGGGCACGGGCCCCG

[ 1 M E R D GDQAGHG P R

XholI (628) Sacll (641) Neol (662)AvrII  (669)

601 GCACGGGTCAGCGGGAAACGGTCGCGAGCTCGAGTCACCAGCCGCGGCTTCGCTGCTCGCGCCCATGGACCTAGGAGAGGAGCCGCTGGAGAAGGCGGAG
13 H G SAGNG G RELESPAAASLLAPMDILTGTETETZPTLEKAE
701 CGTGCCCGCCCTGCCAAAGACCCCAACACCTACAAAGTGCTGTCGCTGGTTTTGTCAGTATGTGTGCTAACAACAATTCTTGGTTGTATATTTGGGTTGA
47" R AR P A KDWPNTYIKVLSLVLSVCVLTTIULSGT CI FGL
801 AACCAAGCTGT GCCAAAGAAGTAAAAAGTTGCAAAGGCCGCTGCTTTGAAAGGACGTTCAGCAACTGTCGCTGTGATGCTGCCTGTGTCAGCCTTGGGAA
8¢kK P S C A K E VK S C K GRCTFERTTFSNTCRTCDAATCVS L GN

XemlI (934)
901 CTGCTGTCTGGATTTCCAGGAGACCTGTGTGGAACCAACACATATATGGACTTGCAACAAATTCAGGTGCGGTGAGAAGAGGCTGTCCAGGTTCGTGTGC
113 ¢ C L D F Q E T CV EPTH I WTT CNZI KT FHR RT CGET KT RLSR RTFVC

Clal (1099)
1001 TCCTGTGCAGACGACTGCAAAACCCACAATGACTGTTGCATCAACTACAGTTCTGTGTGCCAAGATAAGAAGAGTTGGGTAGAAGAAACATGTGAAAGCA (
147 S C A D D C K T HNDU CT C I NY S SV CAQDIKIK SWVETETTCE S
1101 TCGATACCCCGGAGTGTCCAGCAGAGTTTGAATCACCCCCTACTCTCTTGTTTTCTTTGGATGGATTCAGAGCTGAGTATTTGCACACCTGGGGTGGACT
1801 D T P E C P A E F E S PP TLUWLUFSLDGTFI RATEYULUHTWGGL
1201 TCTTCCTGTCATTAGCAAGCTGAAAAACTGTGGAACATACACTAAAAACATGAGGCCTATGTACCCTACCAAGACGTTTCCCAATCATTACAGCATCGTT
213k L PV I S KL KNTZ CGTYTIKNMRPMYPT KT FPNWUHY S I V
Ncol (1320)

BspEI (1311)
1301 ACAGGACTTTATCCGGAATCCCATGGCATAATTGATAACAAGATGTATGATCCCAAAATGAATGCTTCTTTCTCGCTTAAAAGTAAAGAGAAATTCAACC
247 T G L Y P E S H G | | DNKMYDUWPIKMNAST FSL K S K E K F N

BstEII (1428) Mscl (1471)

1401 CTTTGTGGTACAAAGGACAGCCGATTTGGGTGACCGCTAATCATCAGGAGGTCAAGTCCGGCACATACTTTTGGCCAGGATCAGATGTGGAGATTGACGG
280kP L WY K G QP I WVTANUHA QEVIKSGTYFWPSGSDVE I DG

EcoRV (1510)
1501 GATTCTACCAGATATCTACAAAGTGTATAATGGGTCAGTACCATTTGAAGAAAGGATTTTAGCTGTTCTTGAGTGGCTACAGCTTCCTAGCCATGAAAGA
313 | L P DI Y K VY NG S VP FETERI LAV LEWLI QLU®PSHTETR
1601 CCACACTTTTACACTCTGTATTTAGAAGAACCAGATTCTTCAGGGCATTCACATGGACCAGTCAGCAGCGAGGTCATCAAGGCCTTGCAGAAGGTTGACC
347 P H F Y T L Y L E E P DS S GH S HGUPV S S E V I K A L Q K V D

Sphl (1709)
1701 GCCTGGTCGGCATGCTGATGGACGGCCTGAAGGACCTGGGCTTGGATAAATGCCTGAACCTCATCCTCATTTCAGATCACGGCATGGAACAAGGCAGCTG
380kR L V G M L M D G L KDL GLUDJ KT CULNTLTIULT1T SDHGMTET QG GSC

Scal (1823)
1801 TAAGAAGTATGTGTACCTGAATAAGTACTTGGGGGATGTGAACAATGTGAAAGTTGTGTATGGACCTGCTGCTCGGTTAAGACCCACTGATGTTCCAGAG
413 K K'Y VY L NK Y L GDV NNV KV VY GPAARTILIRZPTUDVPE
Xmnl (1980) Eco4711I (1997)
1901 ACATACTATTCATTTAACTATGAAGCCCTTGCAAAAAATCTTTCTTGCCGGGAGCCAAACCAGCATTTCCGGCCTTACCTGAAACCCTTCTTACCCAAGC
447 T Y Y S F N Y E A L A KNWLSCREUPNI QHTFRPY L KUPTF L P K
2001 GCTTACACTTCGCTAAAAGTGACCGGATTGAGCCCCTGACCTTCTACCTGGACCCTCAGTGGCAACTTGCGTTGAATCCATCAGAGAGGAAATATTGTGG
48R L H F A K S DR I EP L TFYLDPI QWA QLALNZPSTETRIKYTCSG
2101 AAGTGGATTTCATGGCTCTGACAACTTGTTTTCAAACATGCAAGCTCTTTTTATTGGCTATGGACCTGCCTTCAAGCATGGTGCTGAAGTTGACTCCTTT
513 S G F H G S DNWLF S NMOQALT FI1I GY GPATFIKHGATEVD S F
2201 GAAAATATTGAAGTCTATAACTTAATGTGTGACTTACTGGGTTTGATCCCAGCTCCCAATAATGGAAGTCATGGCAGCCTCAACCACCTTCTAAAGAAAC
547 E N I E VY N L M CD L L G L I P AP NNGSUHGS L NH L L K K
2301 CCATTTACAACCCAAGTCATCCCAAAGAAGAGGGCTTCCTGTCTCAGTGTCCAATCAAATCAACATCCAATGACCTCGGCTGCACATGTGACCCTTGGAT
580P | Y N P S HP K EEGTFL SQC®PI KSTSNDULTGT CTT CDTU®PW.I
Ndel (2461)
2401 TGTGCCAATCAAGGACTTTGAGAAACAGCTTAATCTGACCACAGAAGATGATGACATTTACCATATGACTGTACCCTACGGGAGGCCCCGGATTCTACTG
613 v P I K D F E K Q L NL TTEDUDU D I Y HMTVU®PYGRUPRII L L
Bsu361I (2592)
2501 AAGCAGCACCACGTCTGTCTACTCCAGCAGCAACAGTTCTTGACCGGATACAGCCTGGACCTCCTCATGCCCCTCTGGGCGTCTTACACCTTCCTCAGGA
647k K Q H HV CLLQQQQFLTGY SLDLULMPLMWASYTTFLR
ApaLl (2668)

2601 ATGACCAATTCTCCAGAGATGACTTTTCCAACTGTCTGTACCAGGATCTTCGGATTCCCCTTAGTCCCGTGCACAAATGTTCCTATTACAAAAGCAATTC
680N D Q F S R DD F S NCLYQDUL RI PL S?PVHI KT CSY YK S NS



Ecod7III (2766)
2701 TAAACTAAGTTATGGGTTCCTCACGCCACCGAGACTAAATAGAGTTTCAAATCACATATACTCTGAAGCGCTGCTTACATCTAATATAGTGCCAATGTAT
713 K L S Y G F L TPPIRULNRVYVSNHIYSEALTLTSNIVPMY
BspHI (2829)
2801 CAGAGTTTTCAAGTTATATGGCACTACCTTCATGACACCCTACTGCAAAGGTATGCCCATGAAAGGAACGGCATCAATGTTGTCAGCGGTCCCGTGTTTG
747* Q S F Q VI WH Y L HDTULULU QRYA AUHTET RNSGI NVVS GZPVTF
2901 ACTTTGATTATGACGGACGCTATGATTCCTTAGAGATCCTGAAACAAAACAGCAGAGTCATCCGAAGCCAGGAAATTCTGATTCCGACTCACTTCTTCAT
780D F D Y D G R YD S L E Il L KQNSU RV I RSO QETITLTI1UPTHTFTF
3001 TGTGCTCACCAGCTGCAAGCAGCTGTCTGAGACTCCCTTGGAGTGCTCCGCCTTAGAGTCCTCAGCTTACATACTGCCTCATAGGCCTGATAACATTGAG
813 Vv L T S C K Q L S ET@PLTETGCSALTESSAY 1l LPHR RTPTUDNI E
3101 AGCTGTACGCATGGGAAGCGGGAGTCTTCATGGGTCGAGGAGTTGCTGACCTTGCACAGAGCTCGGGTCACAGACGTGGAACTCATCACTGGCCTCAGCT
847 S C T H G K R E S S WV EETLTULTULUHRARVYVTIIDVETLTITSGTL S
Mscl (3294)
PshAI (3212) Nhel (3288)
3201 TCTACCAGGACCGACAAGAGTCAGTTTCAGAACTGCTGAGGTTGAAAACACATTTGCCAATCTTCAGCCAAGAAGACTGATTGTTTTTGCTAGCTGGCCA
880*F Y Q D R Q E S V S E L L R L KTHTLU PI1I F S QFE D e —
3301 GACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

Hpal (3426) Mfel (3437)
3401 TAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTA

EcoRI (3522)
3501 AAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATA
e

3601 AGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGA

Sapl (3704) Swal (3775)
3701 ACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAA

3801 ATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGA

3901 AATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTC
4494 ¢« N R T Y K L P I L E E I T T K V L K G NM E
BstXI (4065)

4001 AATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAG
1184 1 L V F C D P A Y DS S 1 LEZ RT CMGT C®PSVVURI SRUDVTETDSY
4101 GGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGT

844P H R VA V I T D F D K QGNSVASGI AI AEATCVTVRZ RGII Y
4201 AGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTC
5144 A E | H V A S I | E G T K TR I A A GV HHIEKNDTETVYTLMTII KE

Xmnl (4342)
4301 AGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTA
184 T AV E VL E LD QQ S I NF T K M-
Asel  (4408)
4401 TGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGC
-

Spel (4563)
4501 CTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGT
-

SnaBI (4691)
4601 GGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGAT

Ndel (4796)
4701 GTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATA

4801 TGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACG

Pacl (4982)
Pstl (4975)
Sdal (4974)
4901 TCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGA
-

5001 GCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCT

5101 CAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTAC

5201 CGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTG

ApaLl (5306)
5301 GGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGG

5401 CAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGT

5501 ATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTT




5601

5701

5801
5901

GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTT

Eagl (5742)
Pacl (5722) Swal (5731) Notl (5741)
AAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAA

TCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCT
ATCGAA
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