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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BStEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTATTGCTCTGCAGCCCAGTGATCTGGTCTTCGA

[ 1I* M A I A L QP S DL V F E

Pvull (631)
EcoRV (622)
601 GTTTGCAAGCAACGGGATGGATGATATCCACCAGCTGGAAGACCCTTCAGTGTTCCCAGCCGTGATCGTGGAACAGGTCCCCTATCCTGAATTAGTGCAT
13 F AS NGM DD I HQLEDU®PSVFPAV I VEAQVZ®PYPE L VH
701 CTGTGCTCAGGACTGGATCTGGATGAGGTCCACAATGGCATCATAAGGGACAGGACCTTGTGCATGACACAGGATCAGATTTTAGAAGGCAGTATTTTGC
47 L C S G L DL DEVHNGI I RDRTLTCMTWOQDA QI L E G S I L
BglII (893)
801 TGACAGATGATGATGTATCCACCTCAAATAACGTGTCATCCACTGAAGTCCTATTCAATGTGGCAACTCCCAGTGATGTCCTGGATGAGAAGCAGATCTT
8oL T D DDV S TSNNVSSTEVLTFNVATUPSDUVLDTETKQI F
901 CAGCTCACCGGAAGTGCTTTCAGACTCCAACTCTGTTCAGGCCATCAATCTACCCAACTTCCTGCTCTCTACCCCTGAACCTGATGACCTGAAGAAGACA
113 S S P E VL S DS NS V QA Il NLPNTFILLSTU®PEU®PUDU DILKKT
BstEII (1009)
1001 AGTGATGCTGGTGACCAGAAGGAGCATTCTGAGGAGGAGAAGGTCTCCAGAGAGGAAAATCTTAGGAAGATGGGGAAGGCACGGAAGAGAAACCGAAAGA
147 S D A G D Q K E H S E E E K V S R E E NL R KMG K A R K R N R K
Sphl (1139)
1101 CCAAGAACAACCGAAGTACCTCACCTGTCACTGACCCTAGCATGCCTATACGGAAGAAATCCAAAGATGGCAAAGGCAGCACCATTTATCTGTGGGAGTT
180 T K N N R S T S PV TDZPSMZPI1l RKIKSKWDGIKTGS T I Y L WTE F
Sapl (1207)
1201 CCTCCTGGCTCTTCTGCAAGACAGAAACACCTGCCCCAAGTACATTAAGTGGACGCAGAGAGAGAAGGGCATCTTCAAGTTGGTGGACTCCAAGGCTGTG
213 L L AL L QDRNTTC®PJIKY I KWTW QREJZ KSGI F KULVDSKAV
Ncol (1349) MsclI (1391)
1301 TCCAAGCTGTGGGGCAAGCAGAAAAACAAACCTGACATGAACTACGAGACCATGGGGCGAGCCCTGAGATATTATTATCAAAGAGGAATCCTGGCCAAAG
247 S K L W G K Q K NK P DMNYETMGRALI RYY Y QRG I L AK
Bst11071 (1417) Bsu36lI (1438)
1401 TGGAAGGGCAGAGGCTGGTATACCAGTTCAAGGAGATGCCTAAGGACTTGGTGGTGATTGATGATGAAGAAGAGAGCCCTGAGACACCAGAAGACTCTTC
280V E G Q R L VY Q F K EMPIKDULVVI DDTETETESU®PETU®PTETDS S
Stul (1502) BspEI (1538)
1501 CCAGGCCTCGACTTCCTCCACACCCTCGACCAGTACCATCCGGAGAGCCAGCTCCAGGGTCGGAACCAGAGCCTCCCCCGAGGACAAGGATAGCCCTCCC
313 Q A S T S S T&PSTSTI RRASSIRVGTRASUPTETDT KT DTS PP
1601 TGGGAGAAGCCAAAAGTCCAACACACTGGTCTCCAGCCATCTGCAAGCCTGGAGTTAGGATTGTCTGTGGATGAGGAGGTTCCCACCACCTCCACCATGC
347 W E K P K V Q H T GL QP SASLELSGLSVDETEUVPTTSTM
AvrIl (1773)
1701 TTGCCAGCCCACTACAGAGCCAGGCCAGGCTCACCAAAACTGTGAGTTCTTCTCCAGCACCCAGTAACATCCACCTAGGAGTAGCCCCTGTGGGGCCTGG
380kL A S P L Q S Q ARL TIKTUVSSSPAPSNIMHLGVAUPVGUPSG
Scal (1861)
1801 CTCCACTGTCACCCTGCAGACCATCCCGCTGACTACGGTGCTGACCAATGGGCCTCCTGCCAGTACTACTGCTCCAACTCAACTCGTTCTTCAGAGTGTC
413 S T v T L Q T I P L TTVLTNSGPZPASTTAPTI QL VL QS V
1901 CCGCAGGTGTCAACATTCAAGGACACCTTCACTTTGCAGACCTCCTTCCCCCTGAACACCAATTTGCAAGAGAACCAGGTGGCAACCCAAGGGGCCCCAC
447 P Q V S T F K DT F T L QTS FPLNTNLI QENA QVATA QGAT®P
2001 TGATCCTCAGTGGTCTCCCCCAACTTCTGGCTGGGGCCAACCCTCAGAGCAACCCAGCTCCATCCCAGGTCATAGGTGCTGGGTCAGCAGGGCCTAGCTC
48*L | L S G L P QL LAGANZPI QSNPAPSAQVI GAGSAGTZ®P S S
Ndel (2192)
2101 TCAGCCCCCTGGGACTGTGATTGCTGCCTTTATCAGGACTTCCAGTGGCACATCAGTGCCTGTGGTAAAGGAGGGGCCCTTGAGGTCCTCTTCATATGTG
513 Q P P G T VI AATF I RTSSGTSVZPVVKTESGPTLIZ RSS S YV
2201 CAGGGTGTGGTTACTGGGGCACCCGTGGAGGGGCTGTTGGTTCCTGAAGAGACCCTGAGAGAGCTCCTGAGAGATCAGGGTCATCTTCAGCCACTTCCGA
547 Q G V VT GA P V E G L L VPETETTULIZ RTETLILI RIDI QGHTLQ®PULUP
2301 GTCAGGTGCTCTCAAGGGGTTCCCATAACCTGAGCCTTGTGGGGAACCAGACTCTCTCTCCCCCTAGCCACCCCACTGTTGGGCTAACCCCAGTGGCTGA
580kS Q VL S R G S HNULSLVGN QTLSU®PZPSHPTVGLTZPVATE
Xhol (2401)

2401 GCTCGAGCTCTCGTCAGGCTCAGGGCCCCTGTTCGTAACTGAGCCTAGTGTGACCAGATCCCCAACCCAGGCCCCTTTCTCCCCATTCAATCCCACTTCC
613» L E L S S G S G P L F VTEWPSVTRSU?PTI QAPTFS®PFNPTS
Mscl (2545)

Nhel (2539)
2501 CTCATTAAGATGGAACCCCAAGATATATAAACAAAGGGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGC
647 L | K M E P Q D I e




Hpal (2677) Mrfel (2688)
2601 AGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCA

EcoRI (2773)
2701 TTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAAC
[ -

2801 TTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGC

Sapl (2955)
2901 CTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTC

Sspl  (3012) Swal (3026)
3001 CCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAA

3101 TATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTT
+414 ¢ N R T Y K
3201 GAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCAC
1354 L P I L E E I T T K V L K GNWME I L VF CDUPAYDS 11 L ERC
3301 ATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCA
1014M G C P S V V R I S R DV ED S Y P HRVAV I TDFDI K QGNS V
Stul (3451)
3401 CAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGAT
6848 A S G I A I A E A CV TV RGI YAEI HVAS I | EGTK TR
XmnlI (3593)
3501 GGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTC
354 AA G V HHIKNDTEYLMTIlI KETAVEVLETLWDA QQSTI NFT
Asel (3659)
3601 TTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATC
14K M - -
3701 TGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAA

Spel (3814)
3801 AGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGAT
- >

SnaBI (3942)
3901 GTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGC

Ndel (4047)
4001 CAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCA

4101 CCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGG

Pacl (4233)

Sdal (4225) pLUI1I (4243)
4201 GCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGG
e

4301 CGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT

4401 TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT

ApaLl (4557)
4501 AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG

4601 GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGC

4701 TACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTT

4801 GGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATC

Eagl (4993)
Pacl (4973) Swal (4982)  NotI (4992)
4901 CTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGC

5001 AATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAAC
5101 TAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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