EcoNI (96)

Mfel (82) Psgl436(12 39)(203)
vu
SPf‘;uI(6()7) HindIII (245)
g EcoNI (287)

Eagl (6043)
Notl  (6042)
Swal (6032)
Pacl (6023)

Bsu36I (291)
NgoMIV (441)
KasI (535)
Agel (552)
- BspHI (560)
EcoO1091 (599)
ApaLl (5607) Bsp120I (600)

SHI (673)
_\ SacIl (675)
BspLUIII (5293) WEFI-HTLY prom Eagl (681)

Pacl (5283) NgoMIV (689)

Pstl (5276) PMBI ori N1§UIL1(Z71;<)))
pa
Sdal (5275) BStAPI (816)
Pvull (826)
Ndel (5097) EcoRI (834)

EcoRV (876)
Bsu36l (892)
HindIII (1071)
Ndel (1163)
Pstl (1305)

SnaBI (4992)

Spel (4864)

hCMV prom

Sacl (4766)
Asel (4709)
Xmnl (4643)
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C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BspHI (560)
Kasl (535) Agel (552) Eco01091

501 CTGAGATCACCGGTCATCATGAGCTACGACTATCATCAGAGCTGGAGCCGCGATGG

- 1I* M S Y DY HQ S WS R DG

SacIl (675)
Bsp120I (600) Sfil  (673)Eagl (681) NgoMIV (689)

601 GGGCCCACGGGGCTCCGGCCAGGGCTCCAGCGGCGGCGGCGGAGGGAGCCGGGGCTCGGGCGGCGGCGGAGGGGGCCGCGGCGGCCGGGGCCGGCATCCC
13 G P R G S G QGSSGGGGGSRGSGG6GG6G6G 6 R GGR GRHTP
Nrul (714) ApaLlI (790)

701 GCACACCTTAAGGGTCGCGAGATCGGCCTGTGGTACGCCAAGAAGCAGACGCAGAAGAACAAGGAGGCTGAGAGGCAGGAGAGAGCTGTAGTGCACATGG
47m A H L K G R E I G L WY A KU KO QT QKNI KTEATET RI QQET RAVVHM

Pvull (826)

BstAPI (816) EcoRI (834) EcoRV (876) Bsu36I (892)

801 ATGAACGTCGAGAAGAGCAAATTGTGCAGCTGCTGAATTCAGTCCAAGCTAAGACTGACAAAGATTCAGAAGCGCAGATATCCTGGTTTGCTCCTGAGGA

80¥kD E R R E E Q I VQ L L NSV QAIKTWDJZKUDSTEAQI S WTFAUZPTETD
901 TCATGGGTATGGTACTGAAGTTTCTTCAGAGAAAAAAATAAACTCAGAGAAGAAACTTGACAACCAGGAAAAGAAATTGCTAAACCAAGAAAAAAAGACA
113 H G Y G T E VvV S S E K K I N S E K K L DN QEKIKULILNAOQEIKKT

HindIII (1071)
1001 TTTAGGATCACAGACAAATCATATATTGACCGAGATACTGAGTATTTATTGCAAGAAAATGAGCCAAACCTAAGCTTAGATCAACATTTACTGGAAGATT
147 F R | T D K S Y | DR D TEVYLLI QQENTETPNLSTLUDI G QQHTLTLTETD
Ndel (1163)

1101 TACAAAGGAAAAAAACTGACCCTCGATATATAGAGATGCAGCGTTTCAGAAAAAAGCTGCCTTCATATGGAATGCAGAAGGAGCTGGTAAATCTAATCAA

180L Q R K K T D P R Y I EM QR FIRIKI KLU®PSYGMAQKTETLVNTLI N
1201 TAACCATCAGGTGACAGTAATAAGTGGTGAAACTGGTTGTGGCAAAACCACTCAGGTTACGCAGTTCATCTTGGATAACTACATCGAAAGAGGAAAAGGG
213 N H Q V T V1 S G E T GG CG K TTQVTQF 1 L DNY 1l ERGKG

PstI (1305)

1301 TCTGCCTGCAGAATAGTGTGTACTCAGCCAAGAAGAATTAGTGCCATTTCAGTCGCTGAGAGAGTGGCCACAGAAAGGGCAGAGTCTTGTGGCAATGGTA
247 S A C R 1 VvV C T QP R R 1 SAI S VAEIUZ RVATTEIT RAESTCSGNSG
1401 ATAGTACTGGATACCAGATTCGTCTTCAAAGTCGGTTGCCAAGGAAACAAGGTTCTATCTTATACTGCACAACAGGAATCATTCTTCAGTGGCTCCAGTC
280N S T G Y Q I R'L Q S RLPURIKIOQGS S 1T LYCTTSGTI1l I L QWL Qs
BspHI (1545) BglII (1590)

1501 CGACTCACGTTTGTCCAGTGTTAGTCATATTGTACTTGATGAAATTCATGAAAGGAATCTACAGTCGGATGTTTTAATGACTGTTATTAAAGATCTTCTC
313 D S R L S SV S H I VL.LDET I HETZ RNLI GOSDVLMTUVI KTDTLIL

Xmal (1696)
1601 CATTTTCGATCTGATCTCAAAGTAATATTGATGAGTGCAACTTTGAATGCTGAGAAATTTTCAGAATATTTTGGTAACTGTCCAATGATACATATACCCG
347k H F R S DL K VI LM SATTULNATEIT KT FSEYFGNTC CPMI HI P
EcoRV (1735)

1701 GGTTTACTTTTCCAGTTGTGGAATATCTTTTGGAAGATATCATTGAAAAAATAAGATATGTTCCAGACCAAAAAGAACATAGATCCCAGTTCAAGAGGGG

38kG F T F P V V E Y L L E D1 I E K1 R Y VP DOQIKTEUHTZ RS QF K R G

1801 TTTCATGCAGGGTCATGTAAATAGACAAGAAAAAGAAGAAAAAGAGGCCATCTATAAGGAACGCTGGCCAGCGTATATAAAGGAACTGCGGACAAGATAC
413* F M Q GH V NR QE K EEIKTEAI Y KEIRWPAY I KETULR RTRY

1901 TCTGCAAGTACCGTAGATGTTTTGCAAATGATGGATGATGATAAAGTTGATCTGAATTTGATTGCTGCCCTTATTCGATACATTGTTTTGGAAGAAGAGG
447 S A S T v D VL QMMUDUDU DI KV DULNTLIAAL I RY I VL E E E

2001 ATGGTGCAATATTGGTCTTTCTACCAGGCTGGGACAATATCAGTACTTTGCATGATCTCTTGATGTCACAAGTGATGTTTAAATCAGATAAGTTTCTCAT
480D G A I L V F L P GWDNI S TULHUDLULMSAQVMT FK S DK F L I

2101 TATACCTTTACATTCACTGATGCCTACCGTCAACCAGACACAGGTATTTAAAAAAACTCCTCCCGGTGTTCGGAAAATAGTAATTGCTACCAACATTGCA
513 | P L HSLMU®PTVNA QT QVTFI K KT®PZPGVU RIKI VI ATNIA

Xeml (2213)

2201 GAGACTAGCATCACCATAGATGATGTGGTTTATGTAATAGATGGAGGAAAAATTAAAGAAACACACTTTGACACACAGAACAACATCAGTACCATGTCTG
547 E T S | T | DDV VYV I DGS®GI KT I KTETHTFTUDTI QNNTISTMS

2301 CTGAGTGGGTTAGTAAAGCTAATGCCAAACAGAGGAAAGGGAGAGCTGGAAGAGTTCAGCCTGGTCATTGTTATCATCTGTATAATGGTCTTAGAGCAAG

580 A E W V S K A N A K Q R K G RAGRVQPGHT CYUHLYNSGTLTZ RAS

Xbal (2403) Bglll (2468)
2401 TCTTCTAGATGACTACCAACTACCAGAAATTTTGAGAACTCCTTTGGAAGAACTCTGTTTGCAAATAAAGATCTTGAGGCTGGGTGGAATTGCTTATTTT
613* L L D DY Q L P E I LR TUPLETETLTCLA QI K1 LRLGGI AYTF

BamHI (2514)
Asel (2508)
2501 CTGAGTAGATTAATGGATCCACCATCAAATGAGGCAGTGGTGCTCTCCATAAAACACCTAATGGAACTGAGTGCTTTGGATAAGCAAGAAGAATTAACAC
647 L S R L M D P P S NEAV VLS|l KHLMEILSALUDIKA QETETLT



2601 CTCTTGGTGTCCATTTAGCCCGACTGCCTGTTGAGCCACATATTGGAAAAATGATTCTCTTTGGAGCTTTGTTCTGCTGCTTAGATCCAGTTCTCACCAT

680 P L G V H L A R L P V EPUHI GKMILTFGATLTFTCTCLUDS®PVLT
2701 TGCTGCCAGTCTCAGCTTTAAAGATCCCTTTGTCATTCCATTGGGAAAAGAAAAGATTGCAGATGCAAGAAGAAAAGAACTGGCAAAGGAAACTAGAAGT
713 A A S L S F KDPFVIPLGZ KTETIKTIADATRT RIEKTETLATZKTETTR RS

Ppul0l (2819)
Nsil (2819) Xmnl (2884)

2801 GATCACCTGACAGTTGTGAATGCATTTGAGGGCTGGGAAGAAGCCAAACGACGTGGTTTCAGGTATGAAAAGGACTACTGCTGGGAATATTTTCTGTCTT
747 D H L T VV NAF E GWEEAIKR R RS GTF RYEKDYCWTEYTF L S
2901 CAAACACACTACAGATGCTGCATAACATGAAGGGACAGTTTGCTGAGCATCTTCTTGGAGCTGGATTTGTAAGCAGTAGAAGTCCCAAAGATCCAAAAGC
780*S N T L Q M L HNMIKG QFAEWUHLULGAGTFVS SRS P KUDZPIKA
3001 TAATATAAATTCAGATAATGAGAAGATAATTAAAGCTGTCATCTGTGCTGGTTTATATCCCAAAGTTGCTAAAATCCGACTAAATTTGGGTAAAAAGAGG

813 N I N S DNEIK Il I KA VI CAGLYU®PIKVAIKIRLNLGTK K KR
3101 AAAATGGTAAAAGTTCACACGAAGTCTGACGGCCTGGTTTCTATTCATCCTAAGTCTGTCAACGTGGAGCAGACAGACTTCCACTACAACTGGCTTATCT
847 K M V K V H T K S D GL VS I HPK S VNVEIQTHDTFHYNWL

BsrGI (3241)
3201 ATCACCTGAAGATGAGAACAAGCAGTATATACTTGTACGACTGTACAGAAGTGTCACCATACTGCCTCCTGTTCTTTGGAGGAGATATTTCCATCCAGAA
880FY H L KM R T S S 1 YL YDGCTEVS®PYT CLTULTFTFG GG GDTI S I QK
BsaBI (3301)
3301 AGATAAGGATCAGGAAATTATTGCTGTAGATGAGTGGATTGTGTTTCAGTCTCCAGAAAGAATTGCCCATCTTGTTAAGGGACTAAGAAAGGAACTGGAT
913 D K D Q E I I A VD E W I V F Q S P ER I A HLVIKTGTLTZ RTZKTETLTD
Xbal (3486)
3401 AGCCTTCTACAAGAGAAGATTGAAAGCCCTCATCCTGTAGACTGGGACGACACTAAGTCAAGAGACTGTGCAGTACTGTCAGCTATTCTAGACTTGATCA
9478 S L L Q E K I E S P HP VDWUDTUDTU K S RDT CAVTLTSATILDTL I
Nhel (3589)
3501 AAACTCAAGAAAAGGCTACTCCAAGGAACTTGCCACCACGGTCACAGGACGGATATTATAGCTGACAGCTTTCTGTGATGGCCTAAAACGCTAGCTGGCC
980K T Q E K A T P R NL P P R S QDG Y Y S e —
3601 AGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTT

Hpal (3727) Mrfel (3738)
3701 GTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGT

EcoRI (3823)
3801 AAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAAT
[ -

3901 AAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTG

Swal (4076)
4001 AACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAA

EcoO1091 (4137)
4101 AATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAG

4201 AAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCT
4414 ¢« N R T Y K L P I L E E I T T K V L K G N M E
Sacl (4337) BstXI (4366)

4301 CAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTA
1184 | L V F C D P A Y DS I L ERT CMGT C®PSVVRI SRDVETDS'Y
4401 GGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATG

854 P H R VA VI T DFDZ KU QGNSVASGIAI AEATCVTVR RG
Stul (4501)
4501 TAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCT
514Y A E | HV A S | | E G T K TR 1 A A GV HHIKNDTETYTLMT I KE
Xmnl (4643)
4601 CAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACT

184 T A V E V L E L D QQS I NTFTIKM=-
Asel (4709) Sacl (4766)
4701 ATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACG
o

Spel (4864)
4801 CCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGG
e

SnaBI (4992)
4901 TGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGA

Ndel (5097)
5001 TGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCAT

5101 ATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATAC

Pacl (5283)
Pstl (5276)

Sdal (5275) BspLU11I (5293)
5201 GTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTG
-

5301 AGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGC




5401

5501

5601

5701

5801

5901

6001

6101
6201

TCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCT

ApaLl (5607)
GGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTG

GCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAG

TATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTT

TGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGT

Eagl (6043)
Pacl (6023) Swal (6032) NotI (6042)
TAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGA

ATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTC
TATCGAA
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