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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGGATTCGGAACCGGAGCGGAAGCGGGCACGCGC

GGACGAGGCGACCGCGGGTGGGAGCCGCTCCGAGGACGAGGATGAGGACGACGAGGACTACGTACCCTATGTGCCGTTGCGGCAGCGCCGGCAGCTACTG

CTCCAGAAGCTGCTGCAGCGAAGACGCAAGGGCGCTACGGAGGAAGAGCAGCAGGACAGTGGCAGTGAGCCCCGAGGAGATGAGGACGACATCCCGCTGG

GCCCTCAGTCCAATGTCAGCCTCCTGGATCAGCACCAGCACCTCAAAGAGAAGGCTGAAGCACGCAAGGAGTCCGCCAAGGAAAAGCAACTGAAGGAAGA

AGAAAAGATTCTGGAGAGTGTGGCTGAAGGCCGAGCCTTGATGTCAGTGAAGGAAATGGCCAAAGGCATCACCTATGACGATCCAATCAAAACTAGTTGG

ACACCCCCGCGTTATGTCCTGAGCATGTCTGAGGAGCGGCATGAGCGAGTTCGGAAGAAGTATCACATCCTGGTGGAGGGCGATGGTATCCCGCCACCCA

TCAAGAGCTTCAAGGAGATGAAGTTTCCTGCAGCTATCCTTCGGGGCCTGAAAAAAAAGGGCATCCTCCACCCAACACCCATTCAGATCCAGGGCATCCC

TACCATTCTGTCCGGTCGGGACATGATCGGCATTGCCTTCACGGGGTCAGGCAAGACACTGGTATTCACTCTGCCAGTCATCATGTTCTGCCTGGAACAG

GAGAAGCGGTTGCCTTTCTCCAAGCGAGAGGGGCCTTATGGACTCATCATCTGCCCCTCGCGAGAGCTGGCTCGGCAGACCCACGGCATCCTGGAGTATT

ACTGCCGTCTGCTGCAGGAGGACAGCTCACCCCTCCTGCGCTGTGCCCTCTGCATCGGGGGCATGTCGGTGAAGGAGCAGATGGAGACCATCCGACATGG

TGTGCACATGATGGTAGCCACACCTGGACGCCTCATGGATTTGCTGCAGAAGAAAATGGTCAGCCTAGACATCTGCCGCTACCTAGCCCTGGATGAAGCT

GACCGCATGATTGACATGGGCTTTGAGGGTGACATTCGTACCATCTTCTCCTACTTCAAGGGCCAACGGCAGACTCTGCTCTTCAGTGCCACCATGCCGA

AGAAGATTCAAAACTTTGCCAAGAGTGCCTTGGTAAAGCCTGTCACCATCAATGTGGGTCGTGCTGGAGCAGCCAGCCTTGATGTCATCCAGGAGGTGGA

GTATGTGAAGGAGGAAGCCAAGATGGTGTACTTGCTTGAGTGCCTGCAGAAGACACCCCCACCTGTGCTCATCTTTGCAGAGAAGAAAGCAGATGTGGAT

GCCATTCACGAATACCTCCTGCTCAAGGGTGTTGAGGCTGTAGCCATTCATGGGGGCAAAGACCAGGAAGAGCGGACCAAGGCCATTGAGGCATTCCGGG

AAGGCAAGAAGGACGTCTTAGTGGCCACAGATGTGGCCTCTAAAGGCCTGGACTTTCCTGCCATCCAGCATGTCATCAACTATGACATGCCTGAAGAGAT

AGAAAACTATGTGCACAGAATTGGCCGCACTGGGCGTTCAGGAAACACAGGCATCGCTACCACCTTCATCAACAAGGCCTGCGATGAGTCAGTGCTCATG

GACCTCAAAGCCTTGTTGCTGGAGGCCAAGCAGAAGGTACCACCTGTTCTGCAAGTGCTGCACTGTGGGGACGAGTCCATGCTGGACATTGGAGGAGAAC

GGGGCTGTGCCTTCTGTGGAGGCCTTGGCCATCGGATCACTGACTGCCCCAAACTTGAAGCTATGCAGACCAAGCAGGTCAGCAACATTGGCCGCAAGGA

CTACCTGGCCCACAGCTCCATGGACTTCTGAGCCGTCTGACTTCTCTCTTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCA

CAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAA

CAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACA

GCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTA

GCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGA
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CCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAA

GGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTT

CCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATG

AGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCT

GCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGT

CTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAG

ATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGT

CTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTAC

GACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCC

ACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTAC

TGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACC

GTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGG

TCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGG

CCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAG

ATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTG

GCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT

GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTA

TGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTC

GGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGAT

CTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAA

ATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGA
AACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •  N 
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