Sefl

Eagl (5584)
NotI (5583)
Swal (5573)
Pacl (5564)

ApaLl (5148)

BspLUL1I (4834) pMBI ori

Pacl (4824)
Pstl (4817)
Sdal (4816)

Ndel (4638)

hCMV enh
SnaBI (4533)

Spel (4405)
hCMYV prom

Sacl (4307) EM7

Asel (4250)

BspHI (4192) |
Xmnl (4184)

Stul (4042)

BstXI (3907)
Sacl (3878)

(h) Bglobin p(A)

Swal (3617)

SspI  (3603) SV40 p(A)

EcoRI (3364)
Mfel (3279)

Hpal (3268)
Mscl (3136)

Nhel (3130)

EcoRV (2936)
Mscl (2897)

hEF1-HTLV prom

pUNO1-mDDX21

(5748 bp)

(6)
Pvul (7)
Mfel (82)
EcoNI (96)
Psp14061 (203)
HindIII (245)
EcoNI (287)

/NgoMIV (441)

KasI (535)
Agel (552)
SphI (560)

BsaBI (760)
BamHI (765)

mDDX21

HindIII (1372)
BsrGI (1436)

BsaBI (1701)
EcoRV (1705)
SandI (1717)
BglII (1761)
BspLUL1I (1779)
Sall (1798)

BsrGI (2075)
BbrPI (2148)
Xmnl (2217)

Stul (2603)
Afel (2654)
Ecod47II1 (2654)

Clal (2770)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
SphI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCCGGGAAAACTCCGCAGTGGGGCCAAGTTGGGCTC
- 1M P G K L RS GA KL G S

601 AGACGGGGCCGAGGAGAGCATGGAGACGCTGCCGAAGCCAAGCGAGAAGAAAACTAGAAAAGAGAAGACAAAATCAAAGACCGAAGAAGCAACAGAAGGA
13 D GA EE SMETILUPIKUPSEIKI KT RIKTETZ KTIKSKTETEATTEG
BamHI (765)
BsaBI (760)
701 ATGGAAGAGGCCGTTTCCTCCAAAGCAAAGAAAACAAACAAGAAAGGGCCTTCTGAGGATGATGTGGATCCCCCTAAATCCAGGAAGGCCAAGAAGCAGG
47 M E E AV S S K A K K TNIK K G P S EDUDVDUPUZPIK SR KATZK K Q
801 AGGAGGAGCCTCAAGACGACACTGCTTCTACAAGCAAAACCTCCAAGAAGAAAAAGGAGCCCCTTGAGAAGCAAGCAGACTCTGAAACCAAAGAGATAAT
80E E E P Q DDTAS TS KTS KKK KEW®PLTEI KU QADSETIKE I I
901 AACAGAGGAGCCTTCCGAAGAAGAGGCAGACATGCCTAAGCCCAAGAAGATGAAGAAAGGGAAAGAAGCAAACGGAGATGCCGGAGAGAAAAGCCCCAAG
113 T E E P S E E E A DMUP K P K KMIKKGIKEANGUDASGTEK S P K
1001 CTGAAGAATGGACTCTCCCAACCTTCCGAAGAAGAGGCAGACATTCCTAAGCCCAAGAAGATGAAGAAAGGGAAAGAAGCAAACGGAGATGCTGGAGAGA
147 L K N G L S Q P S E E E A DI P KP K KWMZKIKGKEA ANGTDAG E
1101 AAAGCCCCAAGCTGAAGAATGGACTCTCCCAACCTTCCGAAGAAGAGGTAGACATTCCTAAGCCCAAGAAGATGAAGAAAGGGAAAGAAGCAAGCGGAGA
180K S P K L K NG L S QP S EE E VDI P KUPIKIKMIKIKGIKEA ASGTD
1201 TGCGGGAGAGAAAAGCCCCAGGCTGAAGGATGGACTCTCCCAACCTTCTGAACCGAAATCCAACTCCAGTGATGCTCCTGGTGAGGAAAGTAGTAGCGAG
213 A G E K S P R L KD GUL S QPSEW®PIKSNSSDAZPSGTETESS SE
HindIII (1372)
1301 ACAGAAAAGGAAATACCTGTGGAGCAGAAAGAGGGAGCTTTCTCTAATTTTCCCATTTCTGAAGAGACTGTCAAGCTTCTCAAAGCTCGTGGGGTGAACT
247 T E K E I P V E Q K E GA F S NTF P 1 S EETVIKTLTULIKARGVN
BsrGI (1436)
1401 TCCTGTTTCCTATACAAGCCAAGACCTTTCATCATGTGTACAGTGGGAAAGACTTAATTGCCCAGGCACGGACAGGAACCGGAAAGACATTCTCTTTTGC
280kF L F P 1 Q A K TF HHVY S GKDULI A QARTSGTSGIKTTF S F A
1501 CATCCCTTTAATTGAGAAACTTCAAGGTGGGCTACAAGAGAGGAAGAGAGGCCGAGCCCCTCAGGTGCTAGTCCTTGCACCCACAAGAGAATTAGCAAAT
313 | P L I E K L Q G G L QEI RI KW RGRAPOQVLVLAPTR RTETLA AN
1601 CAAGTGAGCAAAGACTTCAGCGACATCACCAAAAAGCTCTCTGTAGCTTGTTTTTATGGTGGAACACCCTACGGTGGTCAGATTGAACGAATGCGGAGTG
347k Q V S K D F S DI TKIKWLSVAZT CTFYGGGTU®PY G GQI1I ERMR R S
EcoRV (1705)
BsaBI (1701) Sandl (1717) BglIl (1761) BspLUILILI (1779) Sall (1798)
1701 GGATTGATATCCTGGTTGGGACCCCAGGTCGTATTAAAGACCACTTGCAGAATGGCAAGCTAGATCTCACCAAACTTAAACATGTTGTCCTGGATGAAGT
380G I D I L V G T P G R I K DHLI QNG KTULUDT LTI KTULIKHVYV VL DTE V
1801 CGACCAGATGTTGGATATGGGTTTTGCTGATCAAGTGGAAGAAATTTTATGTGTTGCATACAAGAAAGATTCTGAAGACAACCCCCAAACATTGCTTTTC
413 D QML DM GFADI QVETETILCVAYKI KW DS SETDNZPIGQTTULLF
1901 TCTGCAACTTGCCCTCATTGGGTGTTTAATGTTGCTAAGAAATACATGAAATCTACATACGAACAGGTGGACCTGATTGGTAAAAAGACTCAGAAAGCAG
447" S A T C P HW V F NV A K KYMZIKSTYEAQVDTULII GKKTQKA
BsrGI (2075)
2001 CTATAACTGTGGAGCACCTGGCGATTAAGTGTCACTGGACAGAAAGGGCAGCGGTGATTGGGGATGTGATCCGAGTGTACAGTGGTCATCAAGGGCGCAC
480*A | T V E H L Al K CHWTEW RAAV I GDV I RVY S GHAOQGR RT
BbrPI (2148)
2101 GATCATCTTCTGTGAAACCAAGAAGGATGCCCAGGAGCTATCTCAGAACACGTGCATAAAGCAGGATGCCCAGTCCTTACATGGCGACATTCCACAGAAG
513 I I F C E T K K DA QE L S QNTZ CI KQDAGQSLHGHD I P Q K
Xmnl (2217)
2201 CAAAGGGAAATCACCCTGAAAGGTTTCCGAAATGGCAATTTTGGAGTTTTGGTGGCAACCAATGTTGCTGCCCGTGGGTTAGACATCCCTGAGGTTGACT
547 Q R E I T L K G F R NGNTFGVLVATNVAARTGTLTDT I P E VD
2301 TGGTTGTTCAGAGCTGCCCACCAAAGGATGTGGAGTCTTACATTCATCGTTCGGGGCGGACAGGCAGAGCTGGAAGGACAGGAGTTTGCATCTGCTTTTA
580kL V V Q S C P P K DVEJSY 1l HRSGRTS GRAGRTSGVTCI1I CTFY
2401 CCAGAACAAAGAAGAGTACCAGTTAGCACAAGTGGAGCAGAAAGCGGGAATTAAATTTAAACGGATAGGTGTTCCTTCTGCAACGGAAATAATAAAAGCC
613 Q N K E E Y Q L A QV EQKAGI KFKW RIT GVZPSATTE'I I KA
2501 TCCAGCAAAGACGCCATCAGGCTCTTGGATTCTGTGCCTCCCACTGCCATTAGCCATTTCAAGCAGTCAGCTGAGAAGCTGATTGAGGAGAAGGGAGCTG
647 S S K D A 1 R L L DS VPPTAI SHTFIKI QSATETZ KTLTI EEKGA
Ecod47II1 (2654)
Stul (2603) Afel (2654)
2601 TAGAGGCCTTGGCAGCTGCTCTGGCCCACATCTCAGGAGCCACATCAGTCGATCAGCGCTCCCTGATCAACTCGCAAGCAGGCTTTGTGACCATGATCCT
680V E A L AA AL AHI S GATSVDAQRSULI NSQAGTFVTITMII L
Clal (2770)
2701 GCGGTGCTCCATTGAGATGCCCAACATCAGTTACGCTTGGAAAGAACTTAAGGAGCAGCTGGGCGAGAGCATCGATGCCAAAGTGAAGGGAATGGTCTTC
713 R C S I EM P NI S Y AWZKTETLIKTEA QLGE S I DAIKVKGMVF



Mscl (2897)
2801 CTCAAAGGAAAACTGGGGGTTTGTTTTGATGTCCGAACTGAAGCAGTCACAGAAATACAGGAGAAGTGGCATGATTCGAGACGCTGGCAGCTCACCGTGG
747 L K G K L GV CF DV RTEAVTEI QEKWHUDS RIRWAOQL TV
EcoRV (2936)
2901 CCACCGAGCAGCCAGAGCTGGAGGGACCTCCAGACGGATATCGAGGCCGCATGGGTCAGCGTGATGGCAGCCGTGGTGCTTTCAGAGGACAGCGGGGTGG
780kA T E Q P E L E G P P DGYRGRMGI QRDGSURGATFUR RS GAOQRGSG
3001 AAGCAGGAACTTCCGGGGACAGGGACAGCGAGGAGGAAGTAGAAACTTCCGAGGACAGCGACCAGGAGGTGGCAACAGAGGCCAGAAGCGGAGTTTTAGT
813 S R N F R G Q G QR GG S RNTFRGQRU®PGG GG GNRGI QKR S F S
Mscl (3136)
Nhel (3130)
3101 AAAGCGTTTGGTCAGTGAGTAGAGGCCAGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAA
847F K A F G Q e

Hpal (3268) Mfel (3279)
3201 AATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

EcoRI (3364)
3301 TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTC
. -

3401 CAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTC

3501 TTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAG

Sspl  (3603) Swal (3617)
3601 TAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCA

3701 GTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGAT
414 ¢ N R T Y K L P |
Sacl (3878)
3801 GAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAG
1324 L E E I T T K VL K GNME I L VFCDU®PAYDS S 1l L ERT CMSGSC
BstXI (3907)
3901 GGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACC
984Pp S V V R I S R DV E D S Y P HR VAV I T DFUDI K QGNZSVASG
Stul (4042)
4001 CAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCC
654 | A I A E A CV T VU RGI YATEI HVASIIT I EGTJ KT RI AAG
BspHI (4192)
Xmnl (4184)
4101 GACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATG
34 V H H K NDTEYLMTI KETAVEVLTELDI QQS I NFTK M-
Asel (4250)
4201 GCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTC
o

Sacl (4307)
4301 ACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTT

Spel (4405)
4401 GATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCA
-

SnaBI (4533)
4501 AAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGC

Ndel (4638)
4601 CATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGAC

4701 GTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTAC

Pacl (4824)
Pstl (4817)

Sdal (4816) BspLU11I (4834)
4801 CGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC
-

4901 ATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGG

5001 AAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC

ApaLI (5148)
5101 TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATC

5201 GTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTT

5301 CTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT

5401 TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCT
Eagl (5584)
Pacl (5564) Swal (5573) Notl (5583)

5501 TTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATA

5601 TCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAAT
5701 AGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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