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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCCGGGAAAACTCCGCAGTGGGGCCAAGTTGGGCTC

AGACGGGGCCGAGGAGAGCATGGAGACGCTGCCGAAGCCAAGCGAGAAGAAAACTAGAAAAGAGAAGACAAAATCAAAGACCGAAGAAGCAACAGAAGGA

ATGGAAGAGGCCGTTTCCTCCAAAGCAAAGAAAACAAACAAGAAAGGGCCTTCTGAGGATGATGTGGATCCCCCTAAATCCAGGAAGGCCAAGAAGCAGG

AGGAGGAGCCTCAAGACGACACTGCTTCTACAAGCAAAACCTCCAAGAAGAAAAAGGAGCCCCTTGAGAAGCAAGCAGACTCTGAAACCAAAGAGATAAT

AACAGAGGAGCCTTCCGAAGAAGAGGCAGACATGCCTAAGCCCAAGAAGATGAAGAAAGGGAAAGAAGCAAACGGAGATGCCGGAGAGAAAAGCCCCAAG

CTGAAGAATGGACTCTCCCAACCTTCCGAAGAAGAGGCAGACATTCCTAAGCCCAAGAAGATGAAGAAAGGGAAAGAAGCAAACGGAGATGCTGGAGAGA

AAAGCCCCAAGCTGAAGAATGGACTCTCCCAACCTTCCGAAGAAGAGGTAGACATTCCTAAGCCCAAGAAGATGAAGAAAGGGAAAGAAGCAAGCGGAGA

TGCGGGAGAGAAAAGCCCCAGGCTGAAGGATGGACTCTCCCAACCTTCTGAACCGAAATCCAACTCCAGTGATGCTCCTGGTGAGGAAAGTAGTAGCGAG

ACAGAAAAGGAAATACCTGTGGAGCAGAAAGAGGGAGCTTTCTCTAATTTTCCCATTTCTGAAGAGACTGTCAAGCTTCTCAAAGCTCGTGGGGTGAACT

TCCTGTTTCCTATACAAGCCAAGACCTTTCATCATGTGTACAGTGGGAAAGACTTAATTGCCCAGGCACGGACAGGAACCGGAAAGACATTCTCTTTTGC

CATCCCTTTAATTGAGAAACTTCAAGGTGGGCTACAAGAGAGGAAGAGAGGCCGAGCCCCTCAGGTGCTAGTCCTTGCACCCACAAGAGAATTAGCAAAT

CAAGTGAGCAAAGACTTCAGCGACATCACCAAAAAGCTCTCTGTAGCTTGTTTTTATGGTGGAACACCCTACGGTGGTCAGATTGAACGAATGCGGAGTG

GGATTGATATCCTGGTTGGGACCCCAGGTCGTATTAAAGACCACTTGCAGAATGGCAAGCTAGATCTCACCAAACTTAAACATGTTGTCCTGGATGAAGT

CGACCAGATGTTGGATATGGGTTTTGCTGATCAAGTGGAAGAAATTTTATGTGTTGCATACAAGAAAGATTCTGAAGACAACCCCCAAACATTGCTTTTC

TCTGCAACTTGCCCTCATTGGGTGTTTAATGTTGCTAAGAAATACATGAAATCTACATACGAACAGGTGGACCTGATTGGTAAAAAGACTCAGAAAGCAG

CTATAACTGTGGAGCACCTGGCGATTAAGTGTCACTGGACAGAAAGGGCAGCGGTGATTGGGGATGTGATCCGAGTGTACAGTGGTCATCAAGGGCGCAC

GATCATCTTCTGTGAAACCAAGAAGGATGCCCAGGAGCTATCTCAGAACACGTGCATAAAGCAGGATGCCCAGTCCTTACATGGCGACATTCCACAGAAG

CAAAGGGAAATCACCCTGAAAGGTTTCCGAAATGGCAATTTTGGAGTTTTGGTGGCAACCAATGTTGCTGCCCGTGGGTTAGACATCCCTGAGGTTGACT

TGGTTGTTCAGAGCTGCCCACCAAAGGATGTGGAGTCTTACATTCATCGTTCGGGGCGGACAGGCAGAGCTGGAAGGACAGGAGTTTGCATCTGCTTTTA

CCAGAACAAAGAAGAGTACCAGTTAGCACAAGTGGAGCAGAAAGCGGGAATTAAATTTAAACGGATAGGTGTTCCTTCTGCAACGGAAATAATAAAAGCC

TCCAGCAAAGACGCCATCAGGCTCTTGGATTCTGTGCCTCCCACTGCCATTAGCCATTTCAAGCAGTCAGCTGAGAAGCTGATTGAGGAGAAGGGAGCTG

TAGAGGCCTTGGCAGCTGCTCTGGCCCACATCTCAGGAGCCACATCAGTCGATCAGCGCTCCCTGATCAACTCGCAAGCAGGCTTTGTGACCATGATCCT

GCGGTGCTCCATTGAGATGCCCAACATCAGTTACGCTTGGAAAGAACTTAAGGAGCAGCTGGGCGAGAGCATCGATGCCAAAGTGAAGGGAATGGTCTTC
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CTCAAAGGAAAACTGGGGGTTTGTTTTGATGTCCGAACTGAAGCAGTCACAGAAATACAGGAGAAGTGGCATGATTCGAGACGCTGGCAGCTCACCGTGG

CCACCGAGCAGCCAGAGCTGGAGGGACCTCCAGACGGATATCGAGGCCGCATGGGTCAGCGTGATGGCAGCCGTGGTGCTTTCAGAGGACAGCGGGGTGG

AAGCAGGAACTTCCGGGGACAGGGACAGCGAGGAGGAAGTAGAAACTTCCGAGGACAGCGACCAGGAGGTGGCAACAGAGGCCAGAAGCGGAGTTTTAGT

AAAGCGTTTGGTCAGTGAGTAGAGGCCAGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAA

AATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTC

CAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTC

TTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAG

TAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCA

GTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGAT

GAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAG

GGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACC

CAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCC

GACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATG

GCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTC

ACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTT

GATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCA

AAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGC

CATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGAC

GTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTAC

CGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC

ATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGG

AAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC

TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATC

GTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTT

CTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT

TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCT
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TTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATA

TCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAAT
AGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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