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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) Neol (568)

501 CTGAGATCACCGGTAGGAGGGCCACCATGGAACCGATCAGTGTGAGTATATACACT

- 1I*M E P I S V S | Y T
601 TCTGATAACTACTCTGAAGAAGTGGGGTCTGGAGACTATGACTCCAACAAGGAACCCTGCTTCCGGGATGAAAACGTCCATTTCAATAGGATCTTCCTGC
11 S D N Y S E E V G S G DY DS NKE®PCTFIRDENVHT FNIR R I F L

BstEII (765)
701 CCACCATCTACTTCATCATCTTCTTGACTGGCATAGTCGGCAATGGATTGGTGATCCTGGTCATGGGTTACCAGAAGAAGCTAAGGAGCATGACGGACAA
44¥P T | Y F I | F L T GI VG6GNGL VI L VMGY QK KL R SMTDK
Ncol (868)

BstAPI (858)
801 GTACCGGCTGCACCTGTCAGTGGCTGACCTCCTCTTTGTCATCACACTCCCCTTCTGGGCAGTTGATGCCATGGCTGACTGGTACTTTGGGAAATTTTTG
77*. Y R L HL S VADJLULTFUV I TLPFWAVDAMATUDWYF G K F L
901 TGTAAGGCTGTCCATATCATCTACACTGTCAACCTCTACAGCAGCGTTCTCATCCTGGCCTTCATCAGCCTGGACCGTTACCTCGCCATTGTCCACGCCA
1117 C K A V. H I 1 Y T V N L Y S S V L I L A F I S L DRY LA 1 V HA

BamHI (1057)
1001 CCAACAGTCAAAGGCCAAGGAAACTGCTGGCTGAAAAGGCAGTCTATGTGGGCGTCTGGATCCCAGCCCTCCTCCTGACTATACCTGACTTCATCTTTGC
144 T N S Q R P R K L L AEKAVYVGVWI PALLLTI1 PDTF I F A

PshAI (1116)
1101 CGACGTCAGCCAGGGGGACATCAGTCAGGGGGATGACAGGTACATCTGTGACCGCCTTTACCCCGATAGCCTGTGGATGGTGGTGTTTCAATTCCAGCAT
1770 DV S Q G DI S QG DbRY I CDRULYUPDSLWMVVYVF QF QH
1201 ATAATGGTGGGTCTCATCCTGCCCGGCATCGTCATCCTCTCCTGTTACTGCATCATCATCTCTAAGCTGTCACACTCCAAGGGCCACCAGAAGCGCAAGG
211 I M V G L I L P G I V I L S CY TC1 I I S KWL SHSU KU GHA QKR RK
PshAI (1307) BsaBI (1364)
1301 CCCTCAAGACGACAGTCATCCTCATCCTAGCTTTCTTTGCCTGCTGGCTGCCATATTATGTGGGGATCAGCATCGACTCCTTCATCCTTTTGGGAGTCAT
244kA L K T T V I L I L AAF FACWLU®PY YV GI SI DSTF 1l L L GV I
ApaLl (1428)  BsaBI (1439)
1401 CAAGCAAGGATGTGACTTCGAGAGCATTGTGCACAAGTGGATCTCCATCACAGAGGCCCTCGCCTTCTTCCACTGTTGCCTGAACCCCATCCTCTATGCC
277 K Q G C D F E S 1 V HIK W1 S 1 T EALATFTFHT CTCLNZPI L YA
Sphl (1532)
1501 TTCCTCGGGGCCAAGTTCAAAAGCTCTGCCCAGCATGCACTCAACTCCATGAGCAGAGGCTCCAGCCTCAAGATCCTTTCCAAAGGAAAGCGGGGTGGAC
311 F L G A K F K S S A QHA LN SMSU RGS S S LK 1T L S KGI KR RGG
Msecl (1663)

Nhel (1657)
1601 ACTCTTCCGTCTCCACGGAGTCAGAATCCTCCAGTTTTCACTCCAGCTAACCCTTATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGAC
344k S S V. S T E S E S S S F H S S o

Hpal (1795)
1701 AAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAA

Mfel (1806) EcoRI (1891)
1801 CAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAA
-l

1901 AATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGT

Sapl (2073)
2001 GCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATG

SspI  (2130) Swal (2144)
2101 CACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGAT

2201 GCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCT

2301 TTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCA
1411 ¢ N R T Y K L P I L E E I T T K V L K GNMTE Il L VF CDU&PAYD
Sacl (2405) BstXI (2434)
2401 GAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGT
174Ss 1 L E R C M G C P SV VU RI1I SRDVEUDSYU®PHT RVAUV I TDTFTD
Stul (2569)
2501 CCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTC
744 K Q G NS VA S G I Al A EACVTUVIZ RSGI YATETI HVAS I I E



2601 CCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGC

414 G T K T R I A A GV HHIKNDTETYTLMTI KETAVTEUVTLTETLTDNAQ
Bbsl (2715)
XmnI (2711) Asel (2777)
2701 TGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGA
740 S I N F T K M == -

Sacl (2834)
2801 TGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (2932)
2901 TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCG
-

SnaBI (3060)
3001 CTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTC

Ndel (3165)
3101 ATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAG

3201 TTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTT

Pacl (3351)
Pstl (3344)
Sdal (3343) pLUL1I (3361)
3301 GGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTA
-

3401 AAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACT

3501 ATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGA

ApaLl (3675)
3601 AGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCG

3701 ACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGC

3801 GAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTT

3901 ACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAA

Pacl (4091)
4001 AAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAC

Eagl (4111)
Swal (4100)  Notl (4110)
4101 ATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACA
4201 AAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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