Pvul (7)

Sefl (6) Mfel (82)
ﬁﬂtg[l ((:11:89)) Psp14061 (203)
Swal (4138 Pvull (239)
P‘:cl ((4 1 29)) HindIII (245)
] Bsu36I (291)
/
NgoMIV (441
/ g (441)
Agel (552)

ApalLl (3713) hEF1-HTLV prom BspLUI1I (567)

pMBI1 ori

mCXCR3 (CD183)
Hpal (874)

BspLUI1I (3399)
Pacl (3389)
Pstl (3382)
Sdal (3381) HindIII (1000)
ApaLl (1025)
hCMYV enh
BglII (1038)
pUNOl'mCXCR3 SandI (1050)
Ndel (3203) (4313 bp) Xmal (1056)

SnaBI (3098) Pstl (1217)

hCMYV prom
Dralll (1379)

BbrPI (1448)
Mscl (1458)

Spel (2970)

Sacl (2872)
Asel (2815)

BbsI (2753)
Xmnl (2749)

BsrBI (1576)
Bsp120I (1592)
Stul (1650)

Nhel (1695)

(h) Bglobin p(A)

Stul (2607)
Mscl (1701
100 BstXI (2472) Hpal (1 §g3§ )
Mfel (1844)

Sacl (2443)
Swal (2182) EcoRI (1929)
Sspl (2168) Sapl (2111)

C?) InvivoGen

17D13v41



Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Agel (552) BspLUIII (567)

501 CTGAGATCACCGGTAGGAGGCCAACATGTACCTTGAGGTTAGTGAACGTCAAGTGC

- 1M Y L EV S E R Q V

601 TAGATGCCTCGGACTTTGCCTTTCTTCTGGAAAACAGCACCTCTCCCTACGATTATGGGGAAAACGAGAGCGACTTCTCTGACTCCCCGCCCTGCCCACA
11 L. D A S D F A F L L EN ST SPYDYGENTESDTFSDTSZPZPCZPNOQ
701 GGATTTCAGCCTGAACTTTGACAGAACCTTCCTGCCAGCCCTCTACAGCCTCCTCTTCTTGCTGGGGCTGCTAGGCAATGGGGCGGTGGCTGCTGTGCTA
44 D F S LN FDURTTFLPATLYSTLTLTFTLTLGTLTLGNGAVAAV.L
Hpal (874)
801 CTGAGTCAGCGCACTGCCCTGAGCAGCACGGACACCTTCCTGCTCCACCTGGCTGTAGCCGATGTTCTGCTGGTGTTAACTCTTCCATTGTGGGCAGTGG
78# L S Q RTA LS STDTT FLLHILAVADVLLV LTLZPLWA./YV
901 ATGCTGCTGTCCAGTGGGTTTTCGGCCCTGGCCTCTGCAAAGTGGCAGGCGCCTTGTTCAACATCAACTTCTATGCAGGGGCCTTCCTGCTGGCTTGTAT
111 D A A V Q W V F G P G L C K VA G A L FN I NFYAGATFTLTLAT C I
Xmal (1056)
HindIII (1000) ApaLl (1025)  BglII (1038)  SandlI (1050)
1001 AAGCTTCGACAGATATCTGAGCATAGTGCACGCCACCCAGATCTACCGCAGGGACCCCCGGGTACGTGTAGCCCTCACCTGCATAGTTGTATGGGGTCTC
44 S F DR Y LS I VHATOQ I JYRRDZPRVYIRVATLTTC I VVWG L
1101 TGTCTGCTCTTTGCCCTCCCAGATTTCATCTACCTATCAGCCAACTACGATCAGCGCCTCAATGCCACCCATTGCCAGTACAACTTCCCACAGGTGGGTC
1778* ¢ L L F A L PDF I YLSANTYDA QRILNATHTCQYNTFZPQVG
PstI (1217)
1201 GCACTGCTCTGCGTGTACTGCAGCTAGTGGCTGGTTTCCTGCTGCCCCTTCTGGTCATGGCCTACTGCTATGCCCATATCCTAGCTGTTCTGCTGGTCTC
211" R T A L RV L Q LV A G F L LPLLVMAYTCYAH I LAVTLTLVS
Dralll (1379)
1301 CAGAGGCCAGAGGCGTTTTCGAGCTATGAGGCTAGTGGTAGTGGTGGTGGCAGCCTTTGCTGTCTGCTGGACCCCCTATCACCTGGTGGTGCTAGTGGAT
244 R G Q R R F RAMUP RLVYVYVVVVAATFAVCWTUPYHTLVVLVD
BbrPI (1448) Mscl (1458)
1401 ATCCTCATGGATGTGGGAGTTTTGGCCCGCAACTGTGGTCGAGAAAGCCACGTGGATGTGGCCAAGTCAGTCACCTCGGGCATGGGGTACATGCACTGCT
278 | L M DV GV LARNTE CGH RETGSHVYDVAKT SVTSGMGTYMHTC
BsrBI (1576) Bsp120I (1592)
1501 GCCTCAATCCGCTGCTCTATGCCTTTGTGGGAGTGAAGTTCAGAGAGCAAATGTGGATGTTGTTCACGCGCCTGGGCCGCTCTGACCAGAGAGGGCCCCA
31C L N P L L YA FV GV K FREQMWMTLTFTR RTLGT RS SDGO QTR RGTPNOQ
Stul (1650) Nhel (1695)
1601 GCGGCAGCCGTCATCTTCACGGAGAGAATCATCCTGGTCTGAGACAACTGAGGCCTCCTACCTGGGCTTGTAATTCTGGACTGGAACTGTAGCCTGCTAG
344 R Q P S S S R RE S SW S ETTEA AT STYTLG L e
Mscl (1701)
1701 CTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

Hpal (1833)  Mfel (1844)
1801 TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAA

EcoRI (1929)
1901 GCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG
- -

2001 ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA

Sapl (2111) Sspl (2168) Swal (2182)
2101 GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

2201 AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

2301 TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCAT
#4944 ¢ N R T Y K L P I L E E I T T K V L K G N

Sacl (2443) BstXI (2472)
2401 TCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATC
1204 M E | LV FCDUPAYDS I LERCMGT CU®PSVVR I SRDVETD




2501 AGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTG
874 S Y P H RV AV I T D FDJ KU QGNJSVATSG I A I AEATCVTVR R
Stul (2607)
2601 CCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGA
5346 | Y A E I HV A S I | EGTHKTR R I AAGVHHTEKNTDTETYTLMT I
Bbsl (2753)
Xmnl (2749)
2701 TCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGA
204 K ET AV EV LELDG QQS I NFTK M=
Asel (2815) Sacl (2872)
2801 TATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCG
-

Spel (2970)
2901 TACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCA
=l

SnaBI (3098)
3001 ATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATA

3101 CGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACT

Ndel (3203)
3201 TGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGA

Pacl (3389)
Pstl (3382)
Sdal (3381) BspLU11I
3301 ACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAA
-

3401 CATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAAT

3501 CGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGE

3601 CGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTC

ApaLlI (3713)
3701 CAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCG

3801 CCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAA

3901 GAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

4001 TTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAAC

Eagl (4149)
Pacl (4129) Swal (4138) NotlI (4148)
4101 TCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTT

4201 GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACA
4301 TTTCTCTATCGAA
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