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Pvul (7)
Sefl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindlIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560) NgoMIV (578)

501 CTGAGATCACCGGTCACCATGGCCCCTCCCACCTGCCGGCTCCTCAGTGCTGCACT

- 1M A P P T CRLLSAAL

BbsI (678)

601 GGTCCTGCTGCTGCTGCTGGCCACCAACCACCAGGCTACAGGGGCTGTTGTGGCCAGTGAACTGCGCTGTCAATGCCTGAAGACCCTGCCAAGGGTTGAC
13 Vv L L L LLATNH QAT GAVVASELW RTCQCTULIKTULPRVD
Eco0O109I (735) PshAI (753)

701 TTCAAGAACATCCAGAGCTTGAGTGTGACGCCCCCAGGACCCCACTGCGCCCAGACAGAAGTCATAGCCACTCTCAAGGGCGGTCAAAAAGTTTGCCTTG
47 F K N I Q S L SV T®PPGZPHT CAQTEV I ATILIKGG GA QKVCL

Nhel (883)
801 ACCCTGAAGCCCCCCTGGTTCAGAAAATCATCCAAAAGATACTGAACAAAGGCAAGGCTAACTGACCTGGAAAGGAGGAGCCTGCTAGCTGGCCAGACAT
8D P E A P LV Q K I 1 Q K I L N K GIK A N e —_—
901 GATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACC

Hpal (1021) Mfel (1032)
1001 ATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACC

EcoRI (1117)
1101 TCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCA
> -

Sapl (1299)
1201 TAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAG

Sspl (1356) Swal (1370)
1301 CTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAA

EcoO1091 (1431)
1401 TGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTG

1501 GACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGA
414 ¢« N R T Yy K L P I L E E I T T K V L K G N M E | L
Sacl (1631) BstXI (1660)
1601 GCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTG
1164 V F C D P A YD S I L ERCMGT CU®PSVV R Il SRDVEDSYPH
Stul (1795)
1701 CCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCC
834 R V AV I T D FDIKQGNSVASG I A I A EACVTVRG I YA
1801 TCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGG
4941E | HV A S I | EGT KT R I AAGVHHIKNDEYILMT I K ETA
Bbsl (1941)
Xmnl (1937)
1901 CGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCG
le4 V EV L E LD QQ S I N FT K M-
Asel (2003) Sacl (2060)
2001 ATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACC
-

Spel (2158)
2101 GCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGA
-

SnaBI (2286)
2201 CTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACT




2301

2401

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401
3501

Ndel (2391)
GCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATA

CACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATT

Pacl (2577)
Pstl (2570)
Sdal (2569) BspLU11I (2587)
ATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAA
-

AGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGT

CAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT

ACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTG

ApaLlI (2901)
TGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCA

GCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTG

GTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTG

CAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGG

Eagl (3337)
Pacl (3317) Swal (3326) NotlI (3336)
ATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTA

ACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGA
A
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