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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Mscl (563)
Xeml (560)
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGCCACACTGGTGCTGTCTTCCATGCCCTGCCACTG
- 1I*M A T LV L S SM P CHW
Sapl (618) Acc65I (636) BglII (695)

601 GCTGTTGTTCCTGCTGCTGCTCTTCTCAGGTGAGCCGGTACCAGCAATGACAAGCAGTGACCTGCCACTGAATTTCCAAGGAAGCCCTTGTTCCCAGATC
13 L L F L LLLF SGEWPVPAMTSSDIULUZPLNTFQGSU®PCSAQ I
Ncol (737) ApalLl (773)
701 TGGCAGCACCCGAGGTTTGCAGCCAAAAAGCGGAGCTCCATGGTGAAGTTTCACTGCTACACAAACCACTCAGGTGCACTGACCTGGTTCCGAAAGCGAG
47" W Q H P R F A A K KR S SMV K FHTC CYTNHSGALTWFRKR
801 GGAGCCAGCAGCCCCAGGAACTGGTCTCAGAAGAGGGACGCATTGTGCAGACCCAGAATGGCTCTGTCTACACCCTCACTATCCAAAACATCCAGTACGA
8*G S Q Q P Q E LV SEEGH R 1T VQTQNG SV YTTLT I QN 1 QY E
Pvull (960)
901 GGATAATGGTATCTACTTCTGCAAGCAGAAATGTGACAGCGCCAACCATAATGTCACCGACAGCTGTGGCACGGAACTTCTAGTCTTAGGATTCAGCACG
113 D N G | Y F C K Q K ¢ D SANWUHNVTITDSCGTETLTULV LG F ST
1001 TTGGACCAACTGAAGCGGCGGAACACACTGAAAGATGGCATTATCTTGATCCAGACCCTCCTCATCATCCTCTTCATCATTGTGCCCATCTTCCTGCTAC
147 L D Q L K R RN T LK DG I I L I'Q T LL I I L F I 1V P I F L L
1101 TTGACAAGGATGACGGCAAGGCTGGGATGGAGGAAGATCACACCTATGAGGGCTTGAACATTGACCAGACAGCCACCTATGAAGACATAGTGACTCTTCG
180*L D K D D G KA GMETEDUHTYEGTLNIDAQTATYED I V TLR
Mscl (1255)
Nhel (1249)
1201 GACAGGGGAGGTAAAGTGGTCGGTAGGAGAGCATCCAGGCCAGGAATGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACA
213 T G E V KW SV G EH P G Q E e

Hpal (1387)  Mfel (1398)
1301 ACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACA

EcoRI (1483)
1401 ATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGC
> -

1501 ATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGC

Sapl (1665)
1601 TGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACC

Sspl (1722) Swal (1736) Eco01091 (1797)
1701 TCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGG

1801 CCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCC

1414 « N R
1901 TGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAG
1384 T Y K L P | L E E I T TKV LKGNME I LV FCDZPAYTDS I L

BstXI (2026)
2001 CTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGC
054 E R C M G C P SV V R I S RDV EDSYUPHTU RVYAV I TDTFDKNQ
Stul (2161)
2101 CCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCT
714G N S V A S G I A I A EACVTVIRG I YATETIHVASTI I EGTEK
2201 TGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGAT
334 T R | AAGVHHEKNTDTETYTLMT I KETAVEVLTETLTDTG QAOQS I
Xmnl (2303) Asel (2369)

2301 GTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCT
S4 N F T K M= -
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3001
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3201

3301

3401

3501

3601

3701
3801

CCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGA

Spel (2524)
CATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCAC
-

SnaBI (2652)
GCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTG

Ndel (2757)
GGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGT

AAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTC

Pacl (2943)
PstI (2936)
Sdal (2935) BspLU11I (2953)
AGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCC
e

GCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGAT

ACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGC

ApaLlI (3267)
GCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGC

GCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATG

TAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGG

AAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCT

Pacl (3683) Swal (3692)
CAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAAT

Eagl (3703)
NotI (3702)

CAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAA

CAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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