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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspLU11I (560)
Agel (552)
501 CTGAGATCACCGGTCAACATGTGCCGAGCCATCTCTCTTAGGCGCTTGCTGCTGCT
- 1M C R A Il S L R R L L L L

601 GCTGCTGCAGCTGTCACAACTCCTAGCTGTCACTCAAGGGAAGACGCTGGTGCTGGGGAAGGAAGGGGAATCAGCAGAACTGCCCTGCGAGAGTTCCCAG
13 L L QL S QL LAVTAQGIKTULVLGIKTETGESATETILUZ®PT CTESSAOQ
Asel (771)

701 AAGAAGATCACAGTCTTCACCTGGAAGTTCTCTGACCAGAGGAAGATTCTGGGGCAGCATGGCAAAGGTGTATTAATTAGAGGAGGTTCGCCTTCGCAGT
47 K K I T V F T WK F S DQRI K I L GQHGIKTGVLTIRGGSTZ®PSAQ
801 TTGATCGTTTTGATTCCAAAAAAGGGGCATGGGAGAAAGGATCGTTTCCTCTCATCATCAATAAACTTAAGATGGAAGACTCTCAGACTTATATCTGTGA

80F D R F DS K K GA WEIKGSTFUPLTI I NKLJIKMETUDSU QTY I CE

Acc65T  (958)
901 GCTGGAGAACAGGAAAGAGGAGGTGGAGTTGTGGGTGTTCAAAGTGACCTTCAGTCCGGGTACCAGCCTGTTGCAAGGGCAGAGCCTGACCCTGACCTTG
113k L E NR K EEV ELWVF KV TFSPGTSULULAQGAQS S L TLTL
Bsu36l (1092)
1001 GATAGCAACTCTAAGGTCTCTAACCCCTTGACAGAGTGCAAACACAAAAAGGGTAAAGTTGTCAGTGGTTCCAAAGTTCTCTCCATGTCCAACCTAAGGG
147 D S N S K V. S N P L T E C K HK K G KV VS GS K VL SM S NILR
Xmnl (1149)
1101 TTCAGGACAGCGACTTCTGGAACTGCACCGTGACCCTGGACCAGAAAAAGAACTGGTTCGGCATGACACTCTCAGTGCTGGGTTTTCAGAGCACAGCTAT
180V Q D S D F W N C TV TLDI QIKTZ KNWTF GMTLSVLGTFOQSTA
1201 CACGGCCTATAAGAGTGAGGGAGAGTCAGCGGAGTTCTCCTTCCCACTCAACTTTGCAGAGGAAAACGGGTGGGGAGAGCTGATGTGGAAGGCAGAGAAG
213 T A Y K S E G E S A E F S F P L NTFATETENGMWGETLMMWTEKAE K
1301 GATTCTTTCTTCCAGCCCTGGATCTCCTTCTCCATAAAGAACAAAGAGGTGTCCGTACAAAAGTCCACCAAAGACCTCAAGCTCCAGCTGAAGGAAACGC
247 D S F F Q P W I S F S I KNIKEV SV QK STIKT DLTIKTLZ QLK KTET
1401 TCCCACTCACCCTCAAGATACCCCAGGTCTCGCTTCAGTTTGCTGGTTCTGGCAACCTGACTCTGACTCTGGACAAAGGGACACTGCATCAAGAAGTGAA
280L P L T L K I P QV S L QFAGSGNTLTLTLUDT K GTULUHAOQE VN
1501 CCTGGTGGTGATGAAAGTGGCTCAGCTCAACAATACTTTGACCTGTGAGGTGATGGGACCTACCTCTCCCAAGATGAGACTGACCCTGAAGCAGGAGAAC
313 L V VM K VA QL NNTLTT CEUVMGPTSPIKMR RTLTTLTIKTIOQEN
1601 CAGGAGGCCAGGGTCTCTGAGGAGCAGAAAGTAGTTCAAGTGGTGGCCCCTGAGACAGGGCTGTGGCAGTGTCTACTGAGTGAAGGTGATAAGGTCAAGA
347 Q E A R V S E E Q K VVQVVAZPTETSGLWI QG CTLTLSTETGTDIK VK
BamHI (1709)
1701 TGGACTCCAGGATCCAGGTTTTATCCAGAGGGGTGAACCAGACAGTGTTCCTGGCTTGCGTGCTGGGTGGCTCCTTCGGCTTTCTGGGTTTCCTTGGGCT
380kM D S R I Q VL S R GV NQTVFILACVLSGSGS ST FGFLGTFILGL
BstAPI (1802) NgoMIV (1823)
1801 CTGCATCCTCTGCTGTGTCAGGTGCCGGCACCAACAGCGCCAGGCAGCACGAATGTCTCAGATCAAGAGGCTCCTCAGTGAGAAGAAGACCTGCCAGTGC
413* C | L C C VR CR HQQU R QAARMS QI KRULILSEIKIKTTCAOGQSC
AvrIl (1938) Nhel (1966)
Sapl (1914) Stul (1935) Xeml (1960) Mscl (1972)

1901 CCCCACCGGATGCAGAAGAGCCATAATCTCATCTGAGGCCTAGGCCCCACCTGCAGCCCACCACCTGCTAGCTGGCCAGACATGATAAGATACATTGATG
447 P H R M Q K S H N L | .
2001 AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAA

Hpal (2104) Mfel (2115)
2101 ACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATG

EcoRI (2200)
2201 GAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGT
| -

Sapl (2382)
2301 TGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATG

SspI  (2439) Swal (2453)
2401 TTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAG

2501 AATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAG

2601 CTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGA
—3494 ¢ N R T Y K L P I L E E I T TIK VLI KT GNMTETILVTFTCDFP
Sacl (2714) BstXI (2743)
2701 GCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGG
11¢4A Y D S | L E R CM G CP SV VR I SRDVETUDSYUZPHRVAUVIT



Stul (2878)

2801 TGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGA
774 D F D K Q G NS VA SG I A1l AEACVTVURGI YATETIHVAS

2901 GATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCC
444 | | E G T K TR I AAGVHUHIEKNDTETYTLMTI I KETAVTEVLE

Xmnl (3020) Asel (3086)
3001 AGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAA
104L D Q Q S I N F T K M = -
Sacl (3143)
3101 CAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATG

Spel (3241)
3201 GGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGA
e

SnaBI (3369)
3301 GTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCC

Ndel (3474)
3401 CATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCA

3501 AGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCG

Pacl (3660)

Sdal (3652) BspLUI11I (3670)
3601 GGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCA
-

3701 GGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCC

3801 GACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTC

ApaLI (3984)
3901 CCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCG

4001 TTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGAT

4101 TAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTG

4201 AAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGC

4301 GCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAG

Eagl (4420)
Pacl (4400) Swal (4409)  NotI (4419)
4491 TTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCC
4501 ATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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