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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406] (203) HindlII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGATGCCCACAGAACTCACAAGCCTTATTCCTGGCAT

- iI*» M M P T E L T S L I P G M
601 GTTTGATGACTTCAGCTATGACTCCACTGCTTCCACAGATGACTACATGAATTTGAATTTCAGTAGCTTCTTCTGTAAGAAAAATAATGTCAGGCAGTTT
13 F DD F SYDSTASTHDUDYMNTILNTFSSFFCIKIKNNVRQF
701 GCAAGCCATTTTCTTCCACCTCTGTACTGGCTTGTGTTCATTGTGGGCACCTTGGGCAACAGCCTGGTCATCCTTGTCTACTGGTATTGCACAAGAGTGA
47 A S H F L P P L YW LV F IV GTULGNSULV I LV YWYTCTRYV
801 AGACCATGACTGACATGTTCCTTTTGAATTTAGCCATTGCTGATCTGCTCTTTCTTGCCACTCTTCCCTTCTGGGCCATTGCTGCTGCTGGTCAATGGAT
8K T M T DM F L LNLAIADTILULTFLATILUZPTFWAIAAAGAI QWM
901 GTTCCAGACCTTCATGTGCAAGGTTGTGAACAGCATGTACAAGATGAACTTCTACAGCTGTGTGCTTCTCATCATGTGCATCAGTGTGGACAGATACATT
113 F Q T FM C K V VN SM Y KMNT FY SCV LL I MC I SV DR Y I
1001 GCCATTGTACAGGCCATGAAGGCTCAGGTCTGGAGGCAGAAAAGGCTGCTATACAGCAAGATGGTCTGCATTACCATCTGGGTGATGGCAGCTGTGCTCT
147 A I V Q AMK AQ VW RQK RLILYSKMVC I T IWUVMAAUVL
Ncol (1157)  Bsu36I (1168)
1101 GCACCCCAGAAATCCTGTACAGTCAAGTCAGTGGGGAATCTGGTATTGCCACATGTACCATGGTCTACCCTAAGGATAAGAATGCCAAGCTAAAGTCAGC
189¥C T P E I L Y SQV SGESG I ATCTMVYPKUDIKNATIKTLTZK SA
1201 TGTCTTGATCCTGAAGGTCACCTTGGGGTTTTTCCTCCCCTTTATGGTCATGGCCTTCTGCTATACCATCATCATTCATACCTTGGTACAGGCCAAGAAG
213 Vv L | L KV T LG F FLPFMVMATFTCYT Il I I HTULVQATKK
Eco01091 (1313)
1301 TCATCCAAGCACAAGGCCCTCAAGGTGACCATCACTGTCCTCACTGTCTTCATTATGTCTCAGTTCCCCTACAACTCCATTCTTGTAGTGCAGGCTGTTG
247 S S K H K A LKV T I TV LTV F I MSQFPYNS 1T LVVQAYV
Sspl (1441)
1401 ACGCTTATGCCATGTTCATCTCCAACTGCACTATTTCCACCAATATTGACATCTGCTTCCAGGTTACTCAGACTATTGCATTCTTCCACAGTTGTCTGAA
280D A Y AM F | S N CT I S TN I D I CFQVTQT I A F FH SC LN
Nsil (1569)
1501 CCCAGTTCTCTATGTTTTTGTTGGCGAGAGATTCCGAAGGGATCTGGTGAAGACCCTGAAGAACCTGGGATGCATTAGCCAGGCCCAGTGGGTTTCATTC
33 PV L YV FV G ERFRIRDILVKTIULIKNILSGT C I SQAQWV S F
HindIII (1621) Ndel (1689)
1601 ACAAGGAGAGAGGGTAGCTTGAAGCTTTCTTCTATGCTACTGGAGACAACTTCGGGGGCTCTCTCCCTATGAGAGAACTTCTCACAGGGCATATGGTCCT
347 T R R EG S L K L S SM L L ETTSGATL S L e
Mscl (1707)
Nhel (1701)
1701 TGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCT

Hpal (1839)  Mfel (1850)
1801 ATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTT

EcoRI (1935)
1901 TTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTC
- -

2001 TGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTT

Sapl (2117) Sspl (2174) Swal (2188)
2101 TCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACAT

Eco01091I (2249)
2201 CATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGG

2301 AACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCT

444 ¢ N R T Y K L P | L E E | T T K V L K

Sacl (2449) BstXI (2478)
2401 TGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCAC
1224 G N M E I LV FCDU®PAYDS Il LERTCMGT C®PSVV IR I SRDYV

2501 CTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTG
84 E D S Y PH RV AV I T DFDJ KQGNZSVASG I A I A EATCVT



Stul (2613)
2601 ACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCA
ss4v R G I Y A E I HV A S I | EGTK TR I AAGV HHIKNDEYLWM
Xmnl (2755)
2701 TGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTA
224 T I K ET AV EV L ELDQQS I N FTK M-
Asel (2821) Sacl (2878)
2801 TGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTC
]

Spel (2976)
2901 CCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTG
-

3001 ACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGA

SnaBI (3104)
3101 CTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGG

NdelI (3209)
3201 CGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACT

Pacl (3395)
PstI (3388)
Sdal (3387)
3301 ATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAAT

3401 TAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCAC
-

3501 AAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGA

3601 CCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGT

ApalLlI (3719)
3701 TCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGAC

3801 TTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

3901 CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAG

4001 CGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAAC

Eagl (4155)
Pacl (4135) Swal (4144) NotI (4154)
4101 GAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGG

4201 TTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCC
4301 AGAACATTTCTCTATCGAA
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