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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu361l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (566)
EcoRV (558)
BsaBI (558)  EcoRI (570)
501 CTGAGATCACCGGAGATATCCATCATGAATTCCACAGAGTCCTACTTTGGAACGGA
. 1M N S T E S Y F G T D
Ncol (639)
601 TGATTATGACAACACAGAGTATTATTCTATTCCTCCAGACCATGGGCCATGCTCCCTAGAAGAGGTCAGAAACTTCACCAAGGTATTTGTGCCAATTGCC
117» D Y D N T E Y Y S I P P DHG®PCSLETEVR RNTFTIKVF VP I A

PshAI (783)
701 TACTCCTTAATATGTGTCTTTGGCCTCCTGGGCAACATTATGGTGGTGATGACCTTTGCCTTCTACAAGAAAGCCAGATCCATGACTGACGTCTACCTGT
45 Y S L I C V F G L L GNI MV VMTTFATFYIKIKARSMTDVY.L
Mscl (806)
801 TGAACATGGCCATCACAGACATACTCTTTGTCCTCACCCTACCGTTCTGGGCAGTTACTCATGCCACCAACACTTGGGTTTTCAGCGATGCACTGTGTAA
78L N M A | T D I L F VL TULUPTFWAVTHATNTWVTF SDATL C K
Ndel (914) Agel (968)
901 ACTGATGAAAGGCACATATGCGGTCAACTTTAACTGTGGGATGCTGCTCCTGGCCTGTATCAGCATGGACCGGTACATTGCCATCGTCCAGGCAACCAAA
1117 L M K G T Y AV N F NC GM L L L A CI1 SMDR RY I A Il V QATK
1001 TCTTTCCGGGTACGCTCCAGAACACTGACGCACAGTAAGGTCATCTGTGTGGCAGTGTGGTTCATCTCCATCATCATCTCAAGCCCTACATTTATCTTCA
145 S F R VR S R T L T HS K VI CVAVWTFI S 1 I 1 S SPTTF I F
BbrPI (1167)
1101 ACAAGAAATACGAGCTGCAGGATCGTGATGTCTGTGAGCCACGGTACAGGTCTGTCTCAGAGCCCATCACGTGGAAGCTGCTGGGTATGGGACTGGAGCT
178N K K Y E L Q D R DV CEU®PIZ RYI RSVSEW®PI TWIKILIULSGMGTLE L
1201 GTTCTTTGGGTTCTTCACCCCTTTGCTGTTTATGGTGTTCTGCTATCTGTTCATTATCAAGACCTTGGTGCAGGCCCAGAACTCCAAGAGGCACAGAGCC
211 F F G F F T P L L FMVF CYLF Il I KTULVQA QNSI KR RHR RA
PshAI (1371)

1301 ATCCGAGTCGTGATCGCTGTGGTTCTCGTGTTCCTGGCTTGTCAGATCCCTCACAACATGGTCCTCCTCGTGACTGCGGTCAACACGGGCAAAGTGGGCC
245 | R V. V I AV V L VF L A CQI P HNMVLILVTAVNTSGIK VG
BstXI (1433) EcoO1091 (1448)

1401 GGAGCTGCAGCACCGAGAAAGTCCTCGCCTACACCAGGAACGTGGCCGAGGTCCTGGCTTTCCTGCATTGCTGCCTCAACCCCGTGTTGTATGCGTTTAT
278R S C S T E K VL A Y T R NV AEVLATFILHTCTCLNPVLYATF I

BspHI [m] (1530)

BspHI (1523) Xmal (1589)

1501 TGGACAGAAATTCAGAAACTACTTCATGAAGATCATGAAGGATGTGTGGTGTATGAGAAGGAAGAATAAGATGCCTGGCTTCCTCTGTGCCCGGGTTTAC

3118 G Q K F R N Y FM K I MK DVWT CMUZ RI RI KNI KMMPSGT FTILT CATRVY
Mscl (1696)

Nsil  (1649) Nhel (1690)

1601 TCGGAAAGCTACATCTCCAGGCAGACCAGTGAGACCGTCGAAAATGATAATGCATCGTCCTTTACCATGTAACACGAGAGCACAAAGCAAGCTAGCTGGC

345 S E S Y I S R Q T S E T VENUDNAS S F T M e -

1701 CAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATT

Hpal (1828)
1801 TGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAG

EcoRI (1924)
1901 TAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAA
- -

2001 TAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTT

Sapl (2106) Sspl  (2163) Swal (2177)
2101 GAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGA

EcoO1091 (2238)
2201 AAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATA

2301 GAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATC
4494 ¢ N R T Y K L P I L E E I T T K V L K G N M
Sacl (2438) BstXI (2467)
2401 TCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGT
11846 | L V F ¢ D P A Y DS I L ERCMSGT C®PSVVZ R Il SRDVETDSY




2501 AGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAAT
854 P H R VA V I T DFDJI KGO QGNSVASGI AI AEATCVTVTR R G I
Stul (2602)
2601 GTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTC
524 Y A E I HV A S I | E G T KT R I AAGVHHEKNDTETVYTLMTII K
BbsI (2748)
XmnI (2744)
2701 TCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATAC

184E T A V E V L E L D Q QS I NF T K M-
Asel (2810) Sacl (2867)
2801 TATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACAC
-

Spel (2965)
2901 GCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGG
-

SnaBI (3093)

3001 GTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAG

Ndel (3198)

3101 ATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCA

3201 TATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATA

Pacl (3384)

Sdal (3376) BspLU11I (3394)

3301 CGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGT
R I—

3401 GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACG

3501 CTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTT

3601 ACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGC

ApaLI (3708)
3701 TGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACT

3801 GGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACA

3901 GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTT

4001 TTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACG

Eagl (4144)
Pacl (4124) Swal (4133)  Notl (4143)
4101 TTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTG

4201 AATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCT
4301 CTATCGAA



	Map
	Sequence

