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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555) Bbsl (565)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGAAGACAATAATATGTTACCTCAGTTCATCCACGG
- 1I*» M E D NNMUL P Q F I HG
601 CATACTATCAACATCTCATTCTCTATTTACACGAAGTATCCAAGAGCTTGATGAAGGGGCCACCACACCGTATGACTACGATGATGGTGAGCCTTGTCAT
13 | L S T SH SLFTW RS I QELDEGATTU®PYDYDUDGTEUPTCH
BamHI (728) BspLUL1I (779)
701 AAAACCAGTGTGAAGCAAATTGGAGCTTGGATCCTGCCTCCACTCTACTCCCTGGTATTCATCTTTGGTTTTGTGGGCAACATGTTGGTCATTATAATTC
47 K T SV K Q I G AW | L PPLY SLV F I FGFVGNMLV I 11
EcoRYV (832)
BsaBI (832) Mscl (851)
801 TGATAGGCTGTAAAAAGCTGAAGAGCATGACTGATATCTATCTGCTCAACTTGGCCATCTCTGACCTGCTCTTCCTGCTCACATTACCATTCTGGGCTCA
8L | G C K K L K SM THD I Y LLNUILATI SDULULT FTULULTULUPTFWAH
901 CTATGCTGCAAATGAGTGGGTCTTTGGGAATATAATGTGTAAAGTATTCACAGGGCTCTATCACATTGGTTATTTTGGTGGAATCTTTTTCATTATCCTC
113 Y A AN EW V FGN I M CKV FTGULYWH I GY FGG I F F 1 1 L
1001 CTGACAATTGATAGGTACTTGGCTATTGTTCATGCTGTGTTTGCTTTAAAAGCCAGGACAGTTACCTTTGGGGTGATAACAAGTGTAGTCACTTGGGTGG
147 L T I D R Y L A I VHAV FALIKARTVTFGV I'T SV V TWYV
Xeml (1158) Xmnl (1194)
1101 TGGCTGTGTTTGCCTCTCTACCAGGAATCATATTTACTAAATCCAAACAAGATGATCACCATTACACCTGTGGCCCTTATTTTACACAACTATGGAAGAA
189 Y A V F A S L PG I I FTK SKAQDU DUHHYTU CSGU®PYFTAOQLWKN
EcoRI (1271)
1201 TTTCCAAACAATAATGAGAAATATCTTGAGCCTGATCCTGCCTCTACTTGTCATGGTCATCTGCTACTCAGGAATTCTCCACACCCTGTTTCGCTGTAGG
213 F Q T I M R N | L S L I L P L LVMV I CY SG I LHTLFRTZCR
BspHI (1343) Sspl (1378)
1301 AATGAGAAGAAGAGGCACAGGGCTGTGAGGCTCATCTTTGCCATCATGATTGTCTACTTTCTCTTCTGGACTCCATACAATATTGTTCTCTTCTTGACCA
247 N E K K RHRAV RL I FA I'M I VY F L FWTU®PYN IV L F LT
Asel (1498)
1401 CCTTCCAGGAATCCTTGGGAATGAGTAACTGTGTGATTGACAAGCACTTAGACCAGGCCATGCAGGTGACAGAGACTCTTGGAATGACACACTGCTGCAT
280 T F Q E S L GM SNCV I DKHULD QAMAOQVTETILSGMTHTCC I
BstAPI (1586)
1501 TAATCCTGTCATTTATGCCTTTGTTGGAGAGAAGTTCCGAAGGTATCTCTCCATATTTTTCAGAAAGCACATTGCTAAACGTCTCTGCAAACAGTGCCCA
33 N PV I YA FV G EK F R RY LS I FF RKWH I A KU RULT CIKNOQTCUP
1601 GTTTTCTATAGGGAGACAGCAGATCGAGTGAGCTCTACATTCACTCCTTCCACTGGGGAGCAAGAGGTCTCGGTTGGGTTGTAAAGTAAGTGACAGTTTG
347 V. F Y R ET ADU RV S STFTWPSTGEGQEV SV G L e
Mscl (1730)
Nhel (1724)
1701 CCTTTTTTTAAGCAGGGAAGGAGGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

Hpal (1862)
1801 TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

EcoRI (1958)
1901 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC
- -

2001 AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

SspI (2197)
2101 GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT

Swal (2211) Eco01091 (2272)
2201 ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

2301 TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC
#4414 ¢ N R T Y K L P | L E




2401 CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG
1304 E | T T KV LK GNWMTE I LV FCDZPAYDS I LET RTCMGTCPS
BstXI (2501)
2501 ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG
%1V V R | S RDV ED S Y PH RVAV I TDFDZEKI QGNTSVATSG I A
Stul (2636)
2601 CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG
63 | A EACV TV RG I YATETIHVASTI 1EGTI KT R I AAGVH
BbsI (2782)
Xmnl (2778)

2701 GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTC
304 H K N D E Y LMT I K ETAV EV LELDG QS I NFTIKM-+—
Asel (2844)

2801 CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAA

-

Spel (2999)
2901 CGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA

3001 CTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCG
-

SnaBI (3127)
3101 CATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTA

Ndel (3232)
3201 CCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAAT

3301 GGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAG

Pacl (3418)
PstI (3411)
Sdal (3410) BspLUI11I (3428)
3401 TTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
-

3501 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

3601 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

ApaLlI (3742)
3701 TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

3801 AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

3901 GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

4001 GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

Eagl (4178)
Pacl (4158) Swal (4167) Notl (4177)
4101 CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTA

4201 TTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTG
4301 TCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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