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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCC CCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu361 (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTC CGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Agel (552)

501 CTGAGATCACCGGTCACCATGGAGAGTGAGTACCGGGAAATGCTGTTGTTGACCGG

> 1 M E SEYREMLTLTLTSG

Xmnl (627)  Scal (638)
601 CCTGGACCACATCACGGAGGAAGAACTGAAACGGTTCAAGTACTTTGCTTTGACTGAGTTTCAGATTGCCAGGAGCACACTCGACGTCGCAGATAGGACA
13 L DH I'TEETELIKRFKYFALTETFQIARSTLDVADRT
Sspl (760) Ppul0I (784)
Pstl (740) Asel (757) Nsil (784)
701 GAATTAGCTGACCACCTGATTCAAAGTGCAGGTGCGGCGTCTGCAGTGACCAAGGCCATTAATATTTTCCAGAAGTTGAATTATATGCATATTGCAAATG
47" E L ADHL IQSAGAASAVTKAINIFQKLNYMHIAN
BspHI (836)
801 CTCTTGAAGAGAAAAAGAAAGAAGCTGAACGTAAACTCATGACCAATACAAAGAAGAGAGGAACACAGAAGGTAGAAAATAGAAGTCAAGCTGAAAACTG
80MA L E E K KKEAERKLMTNTIKIKRGTQKVENRSQAENSTC
901 CTCTGCTGCCTCTGCCACCCGCAGTGACAATGACTTTAAGGAACAGGCTGCTACAGAAGTCTGTCCTCAAGCTAAGCCTCAGAAGAAACAGATGGTGGCA
113 S AA S A TRSDNDTFKEQAATEVCPQAKPQKIKQMYVA
BpuAI (1094)
Bbsl (1094)
1001 GAACAGGAAGCCATCAGAGAAGATTTACAGAAAGATCCACTTGTTGTCACGGTGCTGAAAGCTATAAATCCCTTTGAGTGTGAGACTCAGGAAGGAAGAC
147 E Q EA IREDLQKDPLVVTVLIKAINPTFET CETA QEGTR
Mscl (1121)
1101 AAGAGATATTTCATGCAACAGTGGCCACCGAGACAGATTTTTTCTTTGTAAAAGTTTTAAACGCACAGTTTAAAGATAAATTTATCCCAAAGAGAACAAT
180 Q E | FHATVATETDTFTFFVKVLNAQFIKDIKTF I PKRT I
BSstEII (1239) Psp1406I (1294)
1201 TAAAATATCAAACTACCTTTGGCACAGTAACTTCATGGAGGTCACCAGTTCCTCAGTTGTGGTTGATGTTGAATCTAACCACGAAGTCCCAAATAACGTT
213 K | S NYLWHSNFMEVTSSSVVVDVESNHEVPNNYV
1301 GTTAAGAGAGCCAGGGAAACTCCCAGGATTAGTAAACTGAAGATTCAGCCATGTGGAACAATTGTGAATGGGCTGTTTAAAGTCCAGAAGATAACAGAGG
247 V K R ARETPR ISKLK ITQPCGTIVNGLTFKVQK ITE
Scal (1410)  Bst1107I (1421)
1401 AAAAAGATAGAGTACTATATGGTATACATGATAAAACAGGGACAATGGAGGTGTTGGTGCTGGGAAACCCAAGCAAAACAAAGTGCGAGGAAGGAGACAA
280PE K DRV LYG IHDKTGTMEVLVLGNPSKTI KT CETEGDHK
1501 GATTAGACTCACGTTCTTTGAGGTGTCAAAAAATGGAGTGAAAATTCAGTTGAAATCTGGACCTTGTAGCTTTTTTAAGGTTATTAAGGCTGCAAAGCCA
313 | RLTFFEVSKNGVK I QLKSGPCSTFFIKV IKAAKTFP
BamHI (1624) Ndel (1664)
1601 AAAACTGACATGAAAAGTGTGGAGGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTTCCTGATTATGCTGGATACCCTTATG
347 K TDMK SVEGSYPYDVPDYAGYPYDVPDYAGYFPY
Mscl (1727)
Nhel (1721)
1701 ATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTA
380D V P D Y A o

Hpal (1859)
1801 TTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCA ATGTTTCAGGTTCA

EcoRI (1955)
1901 GGGGGAGGTGTGGGAGG AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAG
- -~
2001 CCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGA

Sspl (2194)
2101 GTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATT

Swal (2208) Eco01091 (2269)
2201 CAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAG

2301 TTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTC
1434 ¢« N R T YK LP I LETE
Sacl (2469)

Ecl13611 (2469) BstXI (2498)
2401 AATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACC
2299 | TT KV LKGNME ILVFCDPAYDS ILERCMGE CTPSV
2501 ACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAA
954V R | SRDVEDSYPHRVAYVY ITDFDKQGNSVASG A I




Stul (2633)
2601 TGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTG
624 AEACVTVRG IYAE IHVAS I IEGTIKTRIAAGVHH
BspHI (2783)
BpuAI (2779)
Bbsl (2779)
Xmnl (2775)
2701 CTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTA
29919 K NDEYLMT IKETAVEVLELDQQS INFTKM-S4-——

Sacl (2898)
Asel (2841) Ecl13611 (2898)
2801 TAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGA
]
Spel (2996)

2901 GCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA GGAAAGTCCCGTTGATTTACTA

3001 GTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCAT
-

SnaBI (3124)
3101 CATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCG

Ndel (3229)
3201 TCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGA

3301 AAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTA

Pacl (3415)
Pstl (3408)
Sdal (3407) Peil (3425)
SbfI (3407) BspLUILI (3425)
3401 TGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCC
-

3501 GCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCT

3601 CGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTAT

ApalLlI (3739)
3701 CTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGT

3801 CCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTG

3901 GTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGC

4001 AAACAAACCACCGCTGGTAGCGGTGG GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC CTACGG

Eagl (4175)
Pacl (4155) Swal (4164) NotI (4174)
4101 GGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTT

4201 TCATTACATCTGTGTGTTGG GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCC
4301 CCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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