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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGAGCAGCGGCGCCAACATCACCTATGCCAGCCGCAA
- 1* M S S G AN I T YA S RK
601 GCGGCGCAAGCCGGTGCAGAAAACAGTAAAGCCCATCCCCGCTGAAGGAATTAAGTCAAATCCTTCTAAGCGACACAGAGACCGGCTGAACACAGAGTTA
3 R R K PV QK TV K P I PAEG I KSNZ PSKT RHTE RDR RTLNTEL

Asel (739)
701 GATCGCCTGGCCAGCCTGCTGCCCTTCCCGCAAGATGTTATTAATAAGCTGGACAAACTCTCTGTTCTTAGGCTCAGCGTCAGCTACCTGAGGGCCAAGA
47* D R LA S L LPFPQDV INKTULDTIKTLSVILRTLTSVYSYLTZRAHZK
BstAPI (882)

801 GCTTCTTTGATGTTGCATTAAAGTCCACCCCTGCTGACAGAAATGGAGGCCAGGACCAGTGTAGAGCACAAATCAGAGACTGGCAGGATTTGCAAGAAGG
89S F F DV ALK STUPADT RNGG G QDO QCT RAQ I RDWAOQDLGO QEG
901 AGAGTTCTTGTTACAGGCGCTGAATGGCTTTGTGCTGGTTGTCACAGCAGATGCCTTGGTCTTCTATGCTTCCTCCACTATCCAAGATTACCTGGGCTTT
113 E F L L Q A L NG FV LVVTADATLVYVTEFEFJYASST 1 QDVYLGF

EcoRI (1060)
1001 CAGCAGTCTGATGTCATCCATCAGAGCGTATATGAGCTCATCCATACAGAAGACCGGGCGGAATTCCAGCGCCAGCTTCACTGGGCTCTAAACCCAGACT
147 Q Q S DV I HQ SV Y EL I HTEDT RATETFOQRQLUHWATLNPD

Neol (1122)
1101 CTGCACAAGGAGTGGACGAAGCCCATGGCCCTCCACAGGCAGCAGTCTATTATACCCCAGACCAGCTTCCTCCAGAGAACGCTTCTTTCATGGAGAGGTG
180*S A Q G VD E A H G P PQAAV Y YTUPDAO QTLTPPENASTFMTETRSTC
NgoMIV (1208)
1201 CTTCAGGTGCCGGCTGAGGTGCCTGCTGGATAATTCATCTGGTTTTCTGGCAATGAATTTCCAAGGGAGGTTAAAGTATCTTCATGGACAGAACAAGAAA
213 F R C R L RC L LDNSSGTFLAMNTEFEFQGT RTLTIEKTYTLHGA QNKK
BstBI (1382)
1301 GGGAAGGACGGAGCACTGCTTCCTCCACAACTGGCTTTGTTTGCAATAGCTACTCCACTTCAGCCACCCTCCATCCTGGAAATTCGAACCAAAAACTTCA
247" G K D G A LLZPPQLALTFATIATZ PLQEPZPS I LETIRTTIKNF
ApalLl (1488)
1401 TCTTCAGGACCAAACACAAGCTAGACTTCACACCTATTGGTTGTGATGCCAAAGGGCAGCTTATTCTGGGCTATACAGAAGTAGAGCTGTGCACAAGAGG
280 1| F R T K HK LD FTU P I1GCDAIKTGAOQTLTILGYTTEVTETLT CTRSGE
Acc65I (1505)
1501 ATCGGGGTACCAGTTCATCCACGCTGCAGACATGCTTCACTGTGCAGAATCCCACATCCGCATGATTAAGACTGGAGAAAGTGGCATGACAGTTTTCCGG
338 S G YQ F | HAADMTULHTCATETSH I RM I KTGTETSGMTV FR
1601 CTTTTTGCAAAACACAGTCGCTGGAGGTGGGTCCAGTCCAATGCACGCTTGATTTACAGAAATGGAAGACCAGATTACATCATCGCCACTCAGAGACCAC
347 L F A KH SRW RWUVQSNARTLTIYURNG RPDY I I ATQRP
1701 TGACGGATGAAGAAGGACGAGAGCATTTACAGAAGCGAAGTACGTCGCTGCCCTTCATGTTTGCTACCGGAGAGGCTGTGTTGTACGAGATCTCCAGCCC
380L T D E E G R EH LQK RSTSLPTFMTFATG GTEAVTLTYTETISSF@®P
BamHI (1815)
1801 TTTCTCTCCCATAATGGATCCCCTACCAATACGCACCAAAAGCAACACTAGCAGGAAAGACTGGGCTCCCCAGTCAACCCCAAGTAAGGATTCTTTCCAC
413  F S P I M D P L P I RTK SNTSRIKUDWATPOQSTUPSIKTD S FH
1901 CCCAGTTCTCTTATGAGTGCCCTCATCCAGCAGGATGAGTCCATCTATCTATGTCCTCCTTCAAGCCCTGCGCCGTTAGACAGCCATTTTCTCATGGGCT
447 P S S LM SA L 1 QQDTESTTYLCUPPSSPAPLUDTSHT FTLMG
Eagl (2036)
NotI (2035)

2001 CCGTGAGCAAGTGCGGGAGTTGGCAAGACAGCTTTGCGGCCGCAGGAAGTGAGGCTGCGCTGAAACATGAGCAAATTGGCCATGCTCAGGACGTGAACCT
480PS V S K C G SW QD S FAAAGSEAATLTZKUHTERQTIGHAQDVN L

BspHI (2162)

BspEI (2130) BsrGI (2153)
2101 TGCACTCTCTGGCGGCCCCTCAGAGCTCTTTCCGGATAATAAAAATAATGACTTGTACAACATCATGAGGAACCTTGGGATTGATTTTGAAGATATCAGA
5133 A L S G G P S E L FPDNZKNNDTILTYNTIMGRNTILG I DFTETD I R
SphI (2201)

2201 AGCATGCAGAACGAGGAGTTCTTCAGAACTGACTCCACCGCCGCTGGTGAGGTTGACTTCAAAGACATCGACATAACGGACGAAATCCTGACCTACGTGC
547 S M QN E E F FRTD STAAGTEVDTFKTD ID I TDE I LTYV
2301 AGGATTCCCTGAACAATTCAACTTTGATGAACTCCGCTTGCCAGCAGCAGCCTGTGACTCAGCACCTAAGCTGTATGCTGCAGGAGCGCCTGCAGCTAGA
580kQ D S L NN ST LMN SACQQQPV TQHILSCMTLO QTETRTLT OQTLTE




Pvull (2452)
2401 GCAACAGCAACAGCTTCAGCAGCCCCCGCCGCAGGCTCTGGAGCCCCAGCAGCAGCTGTGTCAGATGGTGTGCCCCCAGCAAGATCTGGGTCCGAAGCAC
613 Q Q Q Q L Q QPP PQALEPQQQLCQMVCUPQQD LG P K H
2501 ACGCAAATCAACGGCACGTTTGCAAGTTGGAACCCCACCCCTCCCGTGTCTTTCAACTGTCCCCAGCAGGAACTAAAGCACTATCAGCTCTTTTCCAGCT
647 T Q | N G T FA SWNUPTUPPV S FNT CZPQQETLZEKUHYROQTLTF SS
2601 TACAGGGGACTGCTCAGGAATTTCCCTACAAACCAGAGGTGGACAGTGTGCCTTACACACAGAACTTTGCTCCCTGTAATCAGCCTCTGCTTCCAGAACA
680L Q G T A Q E F P YK P EVD SV PYTAQNTFAPCNAO QZ®PTULTLPEH
2701 TTCCAAGAGTGTGCAGTTGGACTTCCCTGGAAGGGATTTTGAACCATCCCTGCATCCCACTACTTCTAATTTAGATTTTGTCAGTTGTTTACAAGTTCCT
713 S K Sv Q LD F PG I RD FEUWPSILH®PTTSNILUDFV SCLAQV P
BstXI (2805) Ncol (2834) BstAPI (2851)

2801 GAAAACCAAAGTCATGGGATAAACTCACAGTCCACCATGGTCAGTCCTCAGGCATACTATGCTGGGGCCATGTCCATGTATCAGTGCCAGCCAGGGCCAC
747 E N Q S HG I NSQ STMV SPQAYYAGAMSMYAOQTCAOQUZ®PG P
2901 AGCGCACCCCTGTGGACCAGACGCAGTACAGCTCTGAAATTCCAGGTTCTCAGGCATTCCTAAGCAAGGTGCAGAGTCGAGGTATTTTCAATGAAACCTA
780" Q R T PV D QT QY S S E I PG SQATFULSKUWVQSURG I FNTETY

DralII (3089)
3001 TTCGTCCGACTTGAGCAGCATTGGCCACGCTGCTCAGACCACTGGCCATCTCCATCACCTGGCGGAAGCCCGGCCTCTTCCCGATATCACACCTGGTGGA
83 S S D L S S I GHAAQTTS GHLHUHTILATEARUPTLU®PD I T PGG

Nhel (3116)

3101 TTCCTGTAGCTCCCATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGT
847F F L o

Hpal (3254) Mfel (3265)
3201 GAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGG

EcoRI (3350)
3301 AGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCT
- -

3401 ACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTA

Sapl (3532) Sspl (3589)
3501 AGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAA

Swal (3603) Eco01091 (3664)
3601 ATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGA

3701 CTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGG
494 ¢ N R T Y K L P I L E E | T
BstXI (3893)
3801 TGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCT
1274 T K V L K G NME I LV FCDZPAJYDTGS I LETRTCMGTE CTEPSVVR R
3901 GATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCT
94 | S RDV ED S Y PHU RV AV I TDFDZEKU QGNZSVASG I A I A
Stul (4028)
4001 TCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGT
60dE A C V T V R G I YA E I HV A S I I EGTIKTWI R I A AGV HWUHKN
Xmnl (4170)
4101 TGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTG
274 D E Y LM T I K ETAV EV L ELDU QA QS I NFT K M-
Asel (4236)
4201 AGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCT
-

Spel (4391)
4301 GCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAA
-

4401 AACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCA

SnaBI (4519)
4501 TGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATT

Ndel (4624)
4601 GACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTC

4701 CCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAA

Pacl (4810)
Sdal (4802) BspLUI1I (4820)
4801 CGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCC
— -
4901 CCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGC




5001

5101

5201

5301

5401

5501

5601
5701

GCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAG

ApaLl (5134)
TTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAAC

CCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGC

CTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACA

AACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCT

Eagl (5570)
Pacl (5550) Swal (5559) Notl (5569)
GACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATT

ACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGT
GCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	Map
	Sequence



