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pUNO1-mABCF1
(5691 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mABCF1

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

NgoMIV (441)
KasI (535)

AgeI (552)
SphI (560)

SacII (629)

BstAPI (1360)

NsiI (1433)
BsrGI (1505)
NgoMIV (1516)
EagI (1518)

BstAPI (1804)
BamHI (1832)

MscI (1919)
XcmI (1967)

EcoRV (2083)

DraIII (2416)
XbaI (2463)

BsaBI (2493)
SfiI (2713)

BglII (2750)
XcmI (2864)

ClaI (2866)
BssHII (2929)

NheI (3073)
MscI (3079)

HpaI (3211)
MfeI (3222)

EcoRI (3307)

SspI (3546)
SwaI (3560)

StuI (3985)

XmnI (4127)

AseI (4193)

SpeI (4348)

SnaBI (4476)

NdeI (4581)

SdaI (4759)
PacI (4767)

BspLU11I (4777)

ApaLI (5091)

PacI (5507)
SwaI (5516)

NotI (5526)
EagI (5527)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCCGAAGGGTCCCAAGCAACAGCCGCCCGAGCCCGA

GTGGATCGGGGACGGCGAGGGCACGAGCCCCGCGGACAAAGTAGTGAAGAAAGGAAAAAAGGACAAGAAGACCAAAAAGACGTTCTTTGAAGAGCTGGCA

GTAGAGGACAAACAAGCTGGGGAAGAGGAAAAATTGCAGAAGGAGAAGGAGCAGCAACAGCAACAGCAGCAACAGAAGAAAAAGCGAGACACCAGGAAAG

GCCGTCGGAAAAAGGATGTGGACGATGATAGTGATGAGAGAGTGCTCATGGAGCGACTTAAGCAACTGTCTGTGCCAGCCAGTGATGAGGAAGATGAGGT

GCCTGCCCCCATACCCCGAGGACGGAAGAAGGCCAAGGGTGGAAATGTTTTTGAAGCCCTGATTCAGGATGACAGTGAGGAGGAGGAAGAGGAGGAAGAA

AACCGTGTTCTCAAGCCCGCCAAGCCAGAGAAGAATCGCATCAATAAAGCCGTGGCTGAGGAACCTCCTGGGCTCAGGAGTAAAAAGGGAAAGGAGGAGA

AATCAAAAGGGAAAGCCAAGAGTAAACCTGCTGCTGCAGACAGTGAAGGGGAAGAGGAGGAG GACACAGCTAAAGAAAAGGAGCCTCCTCAGCAAGGGAA

GGACAGAGACAAAAAGGAGGCTGAGCAGGGCTCAGGGGAAGAGAAGGAAGAGAAAGAAGGGGACTTGAAGGCAAACGATCCCTATGCCAACCTTAGCAAA

AAGGAAAAGAAAAAGCTAAAGAAACAGATGGATTATGAACGACAGGTGGAGTCATTGAAAGCAGCTAATGCTGCAGAAAACGACTTCTCTGTGTCCCAGG

CAGAGGTGTCTTCCCGCCAGGCAATGTTAGAAAATGCATCTGACATTAAGTTGGAAAAGTTCAGCATCTCCGCCCACGGCAAGGAGCTATTCGTCAATGC

TGACCTGTACATAGTAGCCGGCCGCCGCTATGGGCTGGTGGGACCCAACGGCAAAGGCAAAACCACGCTTCTGAAGCACATTGCCAACCGTGCCCTGAGC

ATCCCCCCTAACATTGACGTGCTGCTGTGCGAGCAGGAGGTGGTGGCTGATGAAACACCAGCCGTGCAAGCTGTCCTTCGAGCAGATACCAAGCGACTGA

GGTTGCTAGAGGAGGAGAGACGGCTTCAGGGACAGCTGGAGCAGGGGGATGACACTGCTGCTGAGAAACTAGAAAAGGTGTATGAGGAACTGCGAGCTAC

CGGGGCAGCAGCTGCAGAGGCCAAGGCACGGCGGATCCTGGCTGGCTTGGGCTTCGACCCTGAGATGCAGAATCGGCCCACACAGAAGTTCTCTGGGGGT

TGGAGAATGCGTGTCTCCCTGGCCAGGGCACTGTTCATGGAGCCAACGCTGCTGATGTTGGATGAGCCCACTAACCACCTGGACCTCAACGCCGTCATCT

GGCTCAATAACTACCTTCAGGGCTGGAGGAAGACGTTGCTGATTGTCTCCCACGACCAGGGCTTTCTGGATGACGTTTGCACTGATATCATCCACCTGGA

CACCCAGCGGCTCCATTACTACAGGGGCAATTACATGACCTTCAAGAAGATGTACCAGCAGAAGCAGAAAGAGCTGCTAAAGCAGTACGAGAAGCAGGAG

AAGAAACTGAAGGAGCTGAAGGCTGGGGGCAAGTCCACCAAGCAAGCGGAAAAGCAAACAAAGGAAGTCCTGACTCGAAAACAGCAGAAGTGCCGACGGA

AAAACCAGGATGAAGAGTCTCAGGAGCCCCCTGAGCTCCTGAAGCGTCCCAAGGAGTACACCGTGCGCTTCACCTTCCCAGACCCCCCGCCTCTCAGCCC

ACCTGTGCTGGGCCTGCACGGTGTGACGTTTGGCTACGAGGGGCAGAAGCCACTCTTTAAGAATCTAGATTTCGGCATCGACATGGACTCCCGGATTTGC

ATCGTGGGTCCCAATGGTGTGGGGAAGAGCACACTACTCCTGCTGCTGACTGGCAAGCTGACACCGACCAACGGGGAGATGAGGAAGAACCATCGGCTGA

AAATCGGCTTCTTTAACCAGCAGTACGCAGAGCAGCTGCACATGGAGGAGACGCCCACTGAGTACCTGCAGCGGAGCTTCAATCTGCCCTACCAGGATGC

CCGGAAGTGCTTGGGCCGCTTTGGCCTGGAGAGCCACGCCCACACCATCCAGATCTGCAAACTCTCCGGTGGGCAGAAAGCCCGAGTTGTGTTTGCGGAG

 M  P   K  G  P   K  Q  Q  P   P   E   P   E

  W  I   G  D  G  E   G  T   S   P   A   D  K  V  V  K  K  G  K  K  D  K  K  T   K  K  T   F   F   E   E   L   A  

 V  E   D  K  Q  A   G  E   E   E   K  L   Q  K  E   K  E   Q  Q  Q  Q  Q  Q  Q  Q  K  K  K  R   D  T   R   K  

G  R   R   K  K  D  V  D  D  D  S   D  E   R   V  L   M  E   R   L   K  Q  L   S   V  P   A   S   D  E   E   D  E   V

  P   A   P   I   P   R   G  R   K  K  A   K  G  G  N  V  F   E   A   L   I   Q  D  D  S   E   E   E   E   E   E   E   E  

 N  R   V  L   K  P   A   K  P   E   K  N  R   I   N  K  A   V  A   E   E   P   P   G  L   R   S   K  K  G  K  E   E   

K  S   K  G  K  A   K  S   K  P   A   A   A   D  S   E   G  E   E   E   E   D  T   A   K  E   K  E   P   P   Q  Q  G  K

  D  R   D  K  K  E   A   E   Q  G  S   G  E   E   K  E   E   K  E   G  D  L   K  A   N  D  P   Y   A   N  L   S   K 

 K  E   K  K  K  L   K  K  Q  M  D  Y   E   R   Q  V  E   S   L   K  A   A   N  A   A   E   N  D  F   S   V  S   Q  

A   E   V  S   S   R   Q  A   M  L   E   N  A   S   D  I   K  L   E   K  F   S   I   S   A   H  G  K  E   L   F   V  N  A

  D  L   Y   I   V  A   G  R   R   Y   G  L   V  G  P   N  G  K  G  K  T   T   L   L   K  H  I   A   N  R   A   L   S  

 I   P   P   N  I   D  V  L   L   C   E   Q  E   V  V  A   D  E   T   P   A   V  Q  A   V  L   R   A   D  T   K  R   L   

R   L   L   E   E   E   R   R   L   Q  G  Q  L   E   Q  G  D  D  T   A   A   E   K  L   E   K  V  Y   E   E   L   R   A   T

  G  A   A   A   A   E   A   K  A   R   R   I   L   A   G  L   G  F   D  P   E   M  Q  N  R   P   T   Q  K  F   S   G  G 

 W  R   M  R   V  S   L   A   R   A   L   F   M  E   P   T   L   L   M  L   D  E   P   T   N  H  L   D  L   N  A   V  I   

W  L   N  N  Y   L   Q  G  W  R   K  T   L   L   I   V  S   H  D  Q  G  F   L   D  D  V  C  T   D  I   I   H  L   D

  T   Q  R   L   H  Y   Y   R   G  N  Y   M  T   F   K  K  M  Y   Q  Q  K  Q  K  E   L   L   K  Q  Y   E   K  Q  E  

 K  K  L   K  E   L   K  A   G  G  K  S   T   K  Q  A   E   K  Q  T   K  E   V  L   T   R   K  Q  Q  K  C  R   R   

K  N  Q  D  E   E   S   Q  E   P   P   E   L   L   K  R   P   K  E   Y   T   V  R   F   T   F   P   D  P   P   P   L   S   P

  P   V  L   G  L   H  G  V  T   F   G  Y   E   G  Q  K  P   L   F   K  N  L   D  F   G  I   D  M  D  S   R   I   C  

 I   V  G  P   N  G  V  G  K  S   T   L   L   L   L   L   T   G  K  L   T   P   T   N  G  E  M  R   K  N  H  R   L   

K  I   G  F   F   N  Q  Q  Y   A   E   Q  L   H  M  E   E   T   P   T   E   Y   L   Q  R   S   F   N  L   P   Y   Q  D  A

  R   K  C  L   G  R   F   G  L   E   S   H  A   H  T   I   Q  I   C   K  L   S   G  G  Q  K  A   R   V  V  F   A   E  

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)

KasI (535) AgeI (552)
SphI (560)

SacII (629)

BstAPI (1360)

NsiI (1433)

BsrGI (1505) NgoMIV (1516)
EagI (1518)

BstAPI (1804) BamHI (1832)

MscI (1919) XcmI (1967)

EcoRV (2083)

DraIII (2416) XbaI (2463) BsaBI (2493)

SfiI (2713) BglII (2750)
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1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613

647

680

713



CTGGCCTGTCGGGAGCCTGATGTCCTCATCTTGGATGAACCAACCAATAACTTGGACATAGAGTCCATCGATGCCCTGGGGGAGGCCATCAACGACTACA

AGGGGGCTGTGATCGTTGTCAGCCACGATGCGCGCCTCATCACAGAAACCAACTGCCAGTTGTGGGTGGTGGAGGAGCAGGGTGTCAGTCAGATCGACGG

CGACTTTGATGACTACAAGCGAGAGGTGTTGGAGGCCCTGGGTGAGGTCATGGTCAACCGTCCTCGGGATTGAGCTAGCTGGCCAGACATGATAAGATAC

ATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCT

GCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATG

TGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAG

GGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTT

CTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTAT

TAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGA

AAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCA

GTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCC

ACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGA

CAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCAC

CAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATT

GTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGC

GTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATC

CCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGG

AAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGT

ACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCA

ATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAA

AAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGC

GAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGC

CTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAA

CCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTA

ACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGC

TCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAG

ATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCA

TGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATAC

GCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C  

 D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   

V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V

  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V 

 L   E   L   D  Q  Q  S   I   N  F   T   K  M 

 L   A   C  R   E   P   D  V  L   I   L   D  E   P   T   N  N  L   D  I   E   S   I   D  A   L   G  E   A   I   N  D  Y   

K  G  A   V  I   V  V  S   H  D  A   R   L   I   T   E   T   N  C  Q  L   W  V  V  E   E   Q  G  V  S   Q  I   D  G

  D  F   D  D  Y   K  R   E   V  L   E   A   L   G  E   V  M  V  N  R   P   R   D  • 

XcmI (2864)
ClaI (2866)

BssHII (2929)

NheI (3073)
MscI (3079)

HpaI (3211) MfeI (3222)

EcoRI (3307)

SspI (3546) SwaI (3560)

StuI (3985)

XmnI (4127) AseI (4193)

SpeI (4348)

SnaBI (4476)

NdeI (4581)

SdaI (4759)
PacI (4767)

BspLU11I (4777)

ApaLI (5091)

PacI (5507) SwaI (5516) NotI (5526)
EagI (5527)
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2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

5301

5401

5501

5601

141

113

79

46

13

747

780

813


	TechSheet
	Map
	Sequence



