7
@ Mfel (82)

Pvul
Sefl (6
Eagl (5527) Sefl (6) Psp14061  (203)

N"st&al(éifg} HindIII (245)
Pacl (5507) Bsu36l (291)
NgoMIV (441)
_— / KasI (535)
Agel (552)
/ Sphl (560)
ApaLI (5091) ncll - (629)
hEF1-HTLV prom

pMBI1 ori

BspLU11I (4777)
Pacl (4767)
Sdal (4759)—

mABCF1

Ndel (4581) hCMV enh

SnaBI (4476)

Spel (4348)

BstAPI (1360)

hCMV prom pUN O1-mABCF1

(5691 bp)

Nsil (1433)
BsrGI (1505)
-NgoMIV (1516)
Eagl (1518)

Asel (4193)
Xmnl (4127)

Stul (3985)

BstAPI (1804)
BamHI (1832)

Mscl (1919)
Xcml (1967)

(h) Bglobin p(A)

Swal (3560) EcoRV (2083)

Sspl  (3546)

SV40 p(A)

EcoRI (3307)

Mfel (3222) Dralll (2416)

Xbal (2463)

Hpal (3211) BsaBI (2493)
Mscl (3079) SHl  (2713)

125 Nhel (3073) Bglll (2750)

BssHII (2929) Xeml (2864
— Clal (2866) emt (2864

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
SphI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCCGAAGGGTCCCAAGCAACAGCCGCCCGAGCCCGA
- 1M P K G P K Q Q P P E P E

Sacll (629)
601 GTGGATCGGGGACGGCGAGGGCACGAGCCCCGCGGACAAAGTAGTGAAGAAAGGAAAAAAGGACAAGAAGACCAAAAAGACGTTCTTTGAAGAGCTGGCA
13 w I G D G E G T S P ADIKV V KK G K KDI KK TIKKTTFFEEL A
701 GTAGAGGACAAACAAGCTGGGGAAGAGGAAAAATTGCAGAAGGAGAAGGAGCAGCAACAGCAACAGCAGCAACAGAAGAAAAAGCGAGACACCAGGAAAG
47 V E D K Q A G E E E K L Q K E K E Q Q Q Q Q Q Q Q K K KR DTRK
801 GCCGTCGGAAAAAGGATGTGGACGATGATAGTGATGAGAGAGTGCTCATGGAGCGACTTAAGCAACTGTCTGTGCCAGCCAGTGATGAGGAAGATGAGGT
890G R R K K DV DDODSUDTEWRVLMEI RLIKIOQL SV PASIDTETETDTE V
901 GCCTGCCCCCATACCCCGAGGACGGAAGAAGGCCAAGGGTGGAAATGTTTTTGAAGCCCTGATTCAGGATGACAGTGAGGAGGAGGAAGAGGAGGAAGAA
113 P A P I P R G R K K A K GGNVFEA AL I QDD S EEETETETE E E
1001 AACCGTGTTCTCAAGCCCGCCAAGCCAGAGAAGAATCGCATCAATAAAGCCGTGGCTGAGGAACCTCCTGGGCTCAGGAGTAAAAAGGGAAAGGAGGAGA
147 N R V L K P A K P E K NR I NKAVAETEUPUPGL R S K K G K E E
1101 AATCAAAAGGGAAAGCCAAGAGTAAACCTGCTGCTGCAGACAGTGAAGGGGAAGAGGAGGAG GACACAGCTAAAGAAAAGGAGCCTCCTCAGCAAGGGAA
180K S K G K A K S K P AAADSEGETETETEDTAIKTEIKTEUPUPQAQGK
1201 GGACAGAGACAAAAAGGAGGCTGAGCAGGGCTCAGGGGAAGAGAAGGAAGAGAAAGAAGGGGACTTGAAGGCAAACGATCCCTATGCCAACCTTAGCAAA
213 D R D K K E A E Q G S G E E K EE KE GDULKANUDUPYANIL S K
BstAPI (1360)
1301 AAGGAAAAGAAAAAGCTAAAGAAACAGATGGATTATGAACGACAGGTGGAGTCATTGAAAGCAGCTAATGCTGCAGAAAACGACTTCTCTGTGTCCCAGG
247 K E K K K L K K Q M DY ERQVESLIKAANAAENDTF S VS AQ
Nsil  (1433)
1401 CAGAGGTGTCTTCCCGCCAGGCAATGTTAGAAAATGCATCTGACATTAAGTTGGAAAAGTTCAGCATCTCCGCCCACGGCAAGGAGCTATTCGTCAATGC
280kA E V S S R Q AML ENASD I KL EIKTF S I SAHSGIKTETLTF VNA
Eagl (1518)
BsrGI (1505) NgoMIV (1516)
1501 TGACCTGTACATAGTAGCCGGCCGCCGCTATGGGCTGGTGGGACCCAACGGCAAAGGCAAAACCACGCTTCTGAAGCACATTGCCAACCGTGCCCTGAGC

313 DL Y I VA GRURY GLVGPNGIKSGH KTTILULI KU HTI ANT RATLS
1601 ATCCCCCCTAACATTGACGTGCTGCTGTGCGAGCAGGAGGTGGTGGCTGATGAAACACCAGCCGTGCAAGCTGTCCTTCGAGCAGATACCAAGCGACTGA
347 | P P NI DV LLCEQEVVADTETZPAVQAVLIRADTIKR RL

1701 GGTTGCTAGAGGAGGAGAGACGGCTTCAGGGACAGCTGGAGCAGGGGGATGACACTGCTGCTGAGAAACTAGAAAAGGTGTATGAGGAACTGCGAGCTAC
38R L L E E E R R L QGQLEQGDUDTAATETKTLTETZKVYETETLRAT

BstAPI (1804) BamHI (1832)
1801 CGGGGCAGCAGCTGCAGAGGCCAAGGCACGGCGGATCCTGGCTGGCTTGGGCTTCGACCCTGAGATGCAGAATCGGCCCACACAGAAGTTCTCTGGGGGT
413* G A A A A E A KAIR R I LA GLGTFIDUZPTEMAOQNIRUZPTQIKTF S GG
Mscl (1919) Xeml (1967)

1901 TGGAGAATGCGTGTCTCCCTGGCCAGGGCACTGTTCATGGAGCCAACGCTGCTGATGTTGGATGAGCCCACTAACCACCTGGACCTCAACGCCGTCATCT
447" W R M R VS L ARALFMEZPTLLMLDTETZPTNUHTLUDTLNAWVI
EcoRV (2083)

2001 GGCTCAATAACTACCTTCAGGGCTGGAGGAAGACGTTGCTGATTGTCTCCCACGACCAGGGCTTTCTGGATGACGTTTGCACTGATATCATCCACCTGGA
480W L N N Y L Q GWR K T L L I VSHDA QGTFTULDUDVTCTHUD I I HULD
2101 CACCCAGCGGCTCCATTACTACAGGGGCAATTACATGACCTTCAAGAAGATGTACCAGCAGAAGCAGAAAGAGCTGCTAAAGCAGTACGAGAAGCAGGAG
513 T Q R L HY YR GNYMTTFIKI KMYQQKQKTETLTLI KA QYEKQE
2201 AAGAAACTGAAGGAGCTGAAGGCTGGGGGCAAGTCCACCAAGCAAGCGGAAAAGCAAACAAAGGAAGTCCTGACTCGAAAACAGCAGAAGTGCCGACGGA
547 K K L K E L KA G G K S TKQATEIKQTIKEUVLTRIKIQQKTCR RTR

2301 AAAACCAGGATGAAGAGTCTCAGGAGCCCCCTGAGCTCCTGAAGCGTCCCAAGGAGTACACCGTGCGCTTCACCTTCCCAGACCCCCCGCCTCTCAGCCC
580K N Q D E E S Q E P P E L L KR P KEYTVRTFTTFU®PDZPPZPLSFP

Dralll (2416) Xbal (2463) BsaBI (2493)
2401 ACCTGTGCTGGGCCTGCACGGTGTGACGTTTGGCTACGAGGGGCAGAAGCCACTCTTTAAGAATCTAGATTTCGGCATCGACATGGACTCCCGGATTTGC
613 P VL G L HGVTTFGYES G QKZ®PLTFIKNLDTFGI DMUDSR R I C

2501 ATCGTGGGTCCCAATGGTGTGGGGAAGAGCACACTACTCCTGCTGCTGACTGGCAAGCTGACACCGACCAACGGGGAGATGAGGAAGAACCATCGGCTGA

647* 1| V G P N G V G K S T L L L L L TGIKULT®PTNGTEMTZ RTIEKNIHTR RL

2601 AAATCGGCTTCTTTAACCAGCAGTACGCAGAGCAGCTGCACATGGAGGAGACGCCCACTGAGTACCTGCAGCGGAGCTTCAATCTGCCCTACCAGGATGC

680K | G F F N Q Q YA E QL HMETETT®PTETYTLU QRS ST FNLTPY QDA
Sfil  (2713) BglIl (2750)

2701 CCGGAAGTGCTTGGGCCGCTTTGGCCTGGAGAGCCACGCCCACACCATCCAGATCTGCAAACTCTCCGGTGGGCAGAAAGCCCGAGTTGTGTTTGCGGAG

713 R K C L G R F G L E SHAUHTI QI CKULSGG G QKA ARVVFATE



Clal (2866)
Xcml (2864)
2801 CTGGCCTGTCGGGAGCCTGATGTCCTCATCTTGGATGAACCAACCAATAACTTGGACATAGAGTCCATCGATGCCCTGGGGGAGGCCATCAACGACTACA
747* L A C R E P DV L I L DEPTNNLTUDITETSTIDALTGTETATINUDY
BssHIT (2929)
2901 AGGGGGCTGTGATCGTTGTCAGCCACGATGCGCGCCTCATCACAGAAACCAACTGCCAGTTGTGGGTGGTGGAGGAGCAGGGTGTCAGTCAGATCGACGG
780K G A VI V V S HDARUL I TETNT CIOQLWVVETEAOQGV S QI DG
Mscl (3079)
Nhel (3073)

3001 CGACTTTGATGACTACAAGCGAGAGGTGTTGGAGGCCCTGGGTGAGGTCATGGTCAACCGTCCTCGGGATTGAGCTAGCTGGCCAGACATGATAAGATAC
813 D F D DY KR EVLEALTGTEVMVNT RTPTR RTD e
3101 ATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCT

Hpal (3211) Mfel (3222)
3201 GCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATG

EcoRI (3307)
3301 TGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAG
D — -

3401 GGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTT

Sspl  (3546) Swal (3560)
3501 CTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTAT

3601 TAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGA

3701 AAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCA
—— 3494 ¢ N R T Y K L P I L E E I T T K V L K G NWMTE I L V F C
3801 GTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCC
1134 D P A Y D S 1 L E R CMGC®PSVVZR 1 SRDVETDSYPHTZ RVA
Stul (3985)
3901 ACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGA
799v | T D F D K Q G NS VASGI A1l AEACVTUVRGI Y ATE I HV
4001 CAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCAC
464 A S | | E G T K T R I A A GV HHIKNDTEYLMT I KETAVEV
Xmnl (4127) Asel (4193)
4101 CAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATT
13 L E L DQ QS I NF T K M-
4201 GTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGC
et

Spel (4348)
4301 GTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATC
-

SnaBI (4476)
4401 CCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGG

Ndel (4581)
4501 AAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGT

4601 ACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCA

Pacl (4767)

Sdal (4759) BspLU11I (4777)
4701 ATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAA
e

4801 AAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGC

4901 GAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGC

ApaLI (5091)
5001 CTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAA

5101 CCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTA

5201 ACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGC

5301 TCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAG

5401 ATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCA

Eagl (5527)
Pacl (5507) Swal (5516)  NotI (5526)
5501 TGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATAC

5601 GCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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