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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGATCTGACAAAAATGGGCATGATCCAGCTGCAGAA

CCCTAGCCACCCCACGGGGCTACTGTGCAAGGCCAACCAGATGCGGCTGGCCGGGACTTTGTGCGATGTGGTCATCATGGTGGACAGCCAGGAGTTCCAC

GCCCACCGGACGGTGCTGGCCTGCACCAGCAAGATGTTTGAGATCCTCTTCCACCGCAATAGTCAACACTATACTTTGGACTTCCTCTCGCCAAAGACCT

TCCAGCAGATTCTGGAGTATGCATATACAGCCACGCTGCAAGCCAAGGCGGAGGACCTGGATGACCTGCTGTATGCGGCCGAGATCCTGGAGATCGAGTA

CCTGGAGGAACAGTGCCTGAAGATGCTGGAGACCATCCAGGCCTCAGACGACAATGACACGGAGGCCACCATGGCCGATGGCGGGGCCGAGGAAGAAGAG

GACCGCAAGGCTCGGTACCTCAAGAACATCTTCATCTCGAAGCATTCCAGCGAGGAGAGTGGGTATGCCAGTGTGGCTGGACAGAGCCTCCCTGGGCCCA

TGGTGGACCAGAGCCCTTCAGTCTCCACTTCATTTGGTCTTTCAGCCATGAGTCCCACCAAGGCTGCAGTGGACAGTTTGATGACCATAGGACAGTCTCT

CCTGCAGGGAACTCTTCAGCCACCTGCAGGGCCCGAGGAGCCAACTCTGGCTGGGGGTGGGCGGCACCCTGGGGTGGCTGAGGTGAAGACGGAGATGATG

CAGGTGGATGAGGTGCCCAGCCAGGACAGCCCTGGGGCAGCCGAGTCCAGCATCTCAGGAGGGATGGGGGACAAGGTTGAGGAAAGAGGCAAAGAGGGGC

CTGGGACCCCGACTCGAAGCAGCGTCATCACCAGTGCTAGGGAGCTACACTATGGGCGAGAGGAGAGTGCCGAGCAGGTGCCACCCCCAGCTGAGGCTGG

CCAGGCCCCCACTGGCCGACCTGAGCACCCAGCACCCCCGCCTGAGAAGCATCTGGGCATCTACTCCGTGTTGCCCAACCACAAGGCTGACGCTGTATTG

AGCATGCCGTCTTCCGTGACCTCTGGCCTCCACGTGCAGCCTGCCCTGGCTGTCTCCATGGACTTCAGCACCTATGGGGGGCTGCTGCCCCAGGGCTTCA

TCCAGAGGGAGCTGTTCAGCAAGCTGGGGGAGCTGGCTGTGGGCATGAAGTCAGAGAGCCGGACCATCGGAGAGCAGTGCAGCGTGTGTGGGGTCGAGCT

TCCTGATAACGAGGCTGTGGAGCAGCACAGGAAGCTGCACAGTGGGATGAAGACGTACGGGTGCGAGCTCTGCGGGAAGCGGTTCCTGGATAGTTTGCGG

CTGAGAATGCACTTACTGGCTCATTCAGCGGGTGCCAAAGCCTTTGTCTGTGATCAGTGCGGTGCACAGTTTTCGAAGGAGGATGCCCTGGAGACACACA

GGCAGACCCATACTGGCACTGACATGGCCGTCTTCTGTCTGCTGTGTGGGAAGCGCTTCCAGGCGCAGAGCGCACTGCAGCAGCACATGGAGGTCCACGC

GGGCGTGCGCAGCTACATCTGCAGTGAGTGCAACCGCACCTTCCCCAGCCACACGGCTCTCAAACGCCACCTGCGCTCACATACAGGCGACCACCCCTAC

GAGTGTGAGTTCTGTGGCAGCTGCTTCCGGGATGAGAGCACACTCAAGAGCCACAAACGCATCCACACGGGTGAGAAACCCTACGAGTGCAATGGCTGTG

GCAAGAAGTTCAGCCTCAAGCATCAGCTGGAGACGCACTATAGGGTGCACACAGGTGAGAAGCCCTTTGAGTGTAAGCTCTGCCACCAGCGCTCCCGGGA

CTACTCGGCCATGATCAAGCACCTGAGAACGCACAACGGCGCCTCGCCCTACCAGTGCACCATCTGCACAGAGTACTGCCCCAGCCTCTCCTCCATGCAG

 M   D   L   T   K   M   G   M   I   Q   L   Q   N

  P   S   H   P   T   G   L   L   C   K   A   N   Q   M   R   L   A   G   T   L   C   D   V   V   I   M   V   D   S   Q   E   F   H  

 A   H   R   T   V   L   A   C   T   S   K   M   F   E   I   L   F   H   R   N   S   Q   H   Y   T   L   D   F   L   S   P   K   T   

F   Q   Q   I   L   E   Y   A   Y   T   A   T   L   Q   A   K   A   E   D   L   D   D   L   L   Y   A   A   E   I   L   E   I   E   Y

  L   E   E   Q   C   L   K   M   L   E   T   I   Q   A   S   D   D   N   D   T   E   A   T   M   A   D   G   G   A   E   E   E   E  

 D   R   K   A   R   Y   L   K   N   I   F   I   S   K   H   S   S   E   E   S   G   Y   A   S   V   A   G   Q   S   L   P   G   P   

M   V   D   Q   S   P   S   V   S   T   S   F   G   L   S   A   M   S   P   T   K   A   A   V   D   S   L   M   T   I   G   Q   S   L

  L   Q   G   T   L   Q   P   P   A   G   P   E   E   P   T   L   A   G   G   G   R   H   P   G   V   A   E   V   K   T   E   M   M  

 Q   V   D   E   V   P   S   Q   D   S   P   G   A   A   E   S   S   I   S   G   G   M   G   D   K   V   E   E   R   G   K   E   G   

P   G   T   P   T   R   S   S   V   I   T   S   A   R   E   L   H   Y   G   R   E   E   S   A   E   Q   V   P   P   P   A   E   A   G

  Q   A   P   T   G   R   P   E   H   P   A   P   P   P   E   K   H   L   G   I   Y   S   V   L   P   N   H   K   A   D   A   V   L  

 S   M   P   S   S   V   T   S   G   L   H   V   Q   P   A   L   A   V   S   M   D   F   S   T   Y   G   G   L   L   P   Q   G   F   

I   Q   R   E   L   F   S   K   L   G   E   L   A   V   G   M   K   S   E   S   R   T   I   G   E   Q   C   S   V   C   G   V   E   L

  P   D   N   E   A   V   E   Q   H   R   K   L   H   S   G   M   K   T   Y   G   C   E   L   C   G   K   R   F   L   D   S   L   R  

 L   R   M   H   L   L   A   H   S   A   G   A   K   A   F   V   C   D   Q   C   G   A   Q   F   S   K   E   D   A   L   E   T   H   

R   Q   T   H   T   G   T   D   M   A   V   F   C   L   L   C   G   K   R   F   Q   A   Q   S   A   L   Q   Q   H   M   E   V   H   A

  G   V   R   S   Y   I   C   S   E   C   N   R   T   F   P   S   H   T   A   L   K   R   H   L   R   S   H   T   G   D   H   P   Y  

 E   C   E   F   C   G   S   C   F   R   D   E   S   T   L   K   S   H   K   R   I   H   T   G   E   K   P   Y   E   C   N   G   C   

G   K   K   F   S   L   K   H   Q   L   E   T   H   Y   R   V   H   T   G   E   K   P   F   E   C   K   L   C   H   Q   R   S   R   D

  Y   S   A   M   I   K   H   L   R   T   H   N   G   A   S   P   Y   Q   C   T   I   C   T   E   Y   C   P   S   L   S   S   M   Q  
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AAGCACATGAAGGGCCACAAGCCCGAGGAGATCCCGCCCGACTGGAGGATAGAGAAGACGTACCTCTACCTGTGCTATGTGTGAAGGGAGGCTAGCTGGC

CAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATT

TGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAG

TAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAA

TAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTT

GAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGA

AAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATA

GAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATC

TCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGT

AGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAAT

GTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTC

TCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATAC

TATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACAC

GCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGG

GTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAG

ATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCA

TATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATA

CGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGT

GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACG

CTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTT

ACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGC

TGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACT

GGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACA

GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTT

TTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACG

TTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTG

AATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCT
CTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   

E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y

  P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I  

 Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   
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 M   D   L   T   K   M   G   M   I   Q   L   Q   N

  P   S   H   P   T   G   L   L   C   K   A   N   Q   M   R   L   A   G   T   L   C   D   V   V   I   M   V   D   S   Q   E   F   H  

 A   H   R   T   V   L   A   C   T   S   K   M   F   E   I   L   F   H   R   N   S   Q   H   Y   T   L   D   F   L   S   P   K   T   

F   Q   Q   I   L   E   Y   A   Y   T   A   T   L   Q   A   K   A   E   D   L   D   D   L   L   Y   A   A   E   I   L   E   I   E   Y

  L   E   E   Q   C   L   K   M   L   E   T   I   Q   A   S   D   D   N   D   T   E   A   T   M   A   D   G   G   A   E   E   E   E  

 D   R   K   A   R   Y   L   K   N   I   F   I   S   K   H   S   S   E   E   S   G   Y   A   S   V   A   G   Q   S   L   P   G   P   

M   V   D   Q   S   P   S   V   S   T   S   F   G   L   S   A   M   S   P   T   K   A   A   V   D   S   L   M   T   I   G   Q   S   L

  L   Q   G   T   L   Q   P   P   A   G   P   E   E   P   T   L   A   G   G   G   R   H   P   G   V   A   E   V   K   T   E   M   M  

 Q   V   D   E   V   P   S   Q   D   S   P   G   A   A   E   S   S   I   S   G   G   M   G   D   K   V   E   E   R   G   K   E   G   

P   G   T   P   T   R   S   S   V   I   T   S   A   R   E   L   H   Y   G   R   E   E   S   A   E   Q   V   P   P   P   A   E   A   G
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 S   M   P   S   S   V   T   S   G   L   H   V   Q   P   A   L   A   V   S   M   D   F   S   T   Y   G   G   L   L   P   Q   G   F   

I   Q   R   E   L   F   S   K   L   G   E   L   A   V   G   M   K   S   E   S   R   T   I   G   E   Q   C   S   V   C   G   V   E   L
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