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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Pspl14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAACCACCAGCAGCAGCAGCAGCAGCAGAAAGCGGG
> iI*M N HQ Q Q Q Q Q Q K AG
601 CGAGCAGCAGTTGAGCGAGCCCGAGGACATGGAGATGGAAGCGGGAGATACAGATGACCCACCAAGAATTACTCAGAACCCTGTGATCAATGGGAATGTG
13 E Q Q L S EPEDMEMEAGDTHDUDU®P®P RI1I TQNZPVI NGNYV
Sacll (722) Ecod47II1 (788)

701 GCCCTGAGTGATGGACACAACACCGCGGAGGAGGACATGGAGGATGACACCAGTTGGCGCTCCGAGGCAACCTTTCAGTTCACTGTGGAGCGCTTCAGCA
47 AL S D G H NTATETEDMET DU DTS SWRSEATTFQFTVERF S
801 GACTGAGTGAGTCGGTCCTTAGCCCTCCGTGTTTTGTGCGAAATCTGCCATGGAAGATTATGGTGATGCCACGCTTTTATCCAGACAGACCACACCAAAA
80FR L S E S VL SPPCFVI RNILUPWIKI MVMUPRTEFEFYUPDI RUPHAQHK
901 AAGCGTAGGATTCTTTCTCCAGTGCAATGCTGAATCTGATTCCACGTCATGGTCTTGCCATGCACAAGCAGTGCTGAAGATAATAAATTACAGAGATGAT
113 S VvV G F F L Q C NA E S DS TSWSU CHAQAVLIE KTI1I I NYRDTD
1001 GAAAAGTCGTTCAGTCGTCGTATTAGTCATTTGTTCTTCCATAAAGAAAATGATTGGGGATTTTCCAATTTTATGGCCTGGAGTGAAGTGACCGATCCTG
147 E K S F S R R 1 S HL F FHIKZENUDMWGTFSNTFMAWSEV TDP
BsrGI (1143)
1101 AGAAAGGATTTATAGATGATGACAAAGTTACCTTTGAAGTCTTTGTACAGGCGGATGCTCCCCATGGAGTTGCGTGGGATTCAAAGAAGCACACAGGCTA
180FE K G F I D D DKV TFEVFVQADAPHG GVAWDSIKIKHTGY
BsrGI (1286)
1201 CGTCGGCTTAAAGAATCAGGGAGCGACTTGTTACATGAACAGCCTGCTACAGACGTTATTTTTCACGAATCAGCTACGAAAGGCTGTGTACATGATGCCA
213 V. G L K NQ GA T CYMNSLULAQTULTFFTNA QLR RIKAVYMMFP
Hpal (1395)
1301 ACCGAGGGGGATGATTCGTCTAAAAGCGTCCCTTTAGCATTACAAAGAGTGTTCTATGAATTACAGCATAGTGATAAACCTGTAGGAACAAAAAAGTTAA
247" T E G D DS S K S VPLALI QRVEFYEILI QHSDI KZPVGTK KL
1401 CAAAGTCATTTGGGTGGGAAACTTTAGATAGCTTCATGCAACATGATGTTCAGGAGCTTTGTCGAGTGTTGCTCGATAATGTGGAAAATAAGATGAAAGG
280T K S F G W E T L DS FMQHDVQETLT CRUVLLUDNVENIKMEKG
Sacll (1533)
1501 CACCTGTGTAGAGGGCACCATACCCAAATTATTCCGCGGCAAAATGGTGTCCTATATCCAGTGTAAAGAAGTAGACTATCGGTCTGATAGAAGAGAAGAT
313 T C V E G T I P K L FRGKMVSY Il QCIKEVDYIRSDURI RTETD
EcoRV (1606)
1601 TATTATGATATCCAGCTAAGTATCAAAGGAAAGAAAAATATATTTGAATCATTTGTGGATTATGTGGCAGTAGAACAGCTCGATGGGGACAATAAATACG
347k Y Y D I QL S I K G K K NI F E S F VDY VAVEU QLDGTDNK'Y
1701 ACGCTGGGGAACATGGCTTACAGGAAGCAGAGAAAGGTGTGAAATTCCTAACATTGCCACCAGTGTTACATCTACAACTGATGAGATTTATGTATGACCC
380D A G E H G L Q EAEK GV K FLTULU®PU®PUVLHLI QLMRTEFMYDF?®P
Bsu36lI (1885)
1801 TCAGACGGACCAAAATATCAAGATCAATGATAGGTTTGAATTCCCAGAGCAGTTACCACTTGATGAATTTTTGCAAAAAACAGATCCTAAGGACCCTGCA
413 Q T D Q N I K I N DURFEFPEQLUPLUDTETFUL QKTDU®PIKTDTUPA
1901 AATTATATTCTTCATGCAGTCCTGGTTCATAGTGGAGATAATCATGGTGGACATTATGTGGTTTATCTAAACCCCAAAGGGGATGGCAAATGGTGTAAAT
447" N Y | L HA VLV HSGDNHSGG GHYVVYLlLNZPIKTGDSGI KWTCK
2001 TTGATGACGACGTGGTGTCAAGGTGTACTAAAGAGGAAGCAATTGAGCACAATTATGGGGGTCACGATGACGACCTGTCTGTTCGACACTGCACTAATGC
48*F D D D V V S R C T K E E A 1 EHNY GGHUDUDUDTULS VU RHCTNA
BstEII (2151)
2101 TTACATGTTAGTCTACATCAGGGAATCAAAACTGAGTGAAGTTTTACAGGCGGTCACCGACCATGATATTCCTCAGCAGTTGGTGGAGCGATTACAAGAA

513 Y M L VY I R E S KL SEVLQAVTDHUHDI I PQQLVET RTLAQE

BsrBI (2230) Mscl (2289)
2201 GAGAAAAGGATCGAGGCTCAGAAGCGGAAGGAGCGGCAGGAAGCCCATCTCTATATGCAAGTGCAGATAGTCGCAGAGGACCAGTTTTGTGGCCACCAAG
547 E K R 1 E A Q KR KERI QEAUHLYMOQVOQIl VAETUDTG QTFTCGHOQ

2301 GGAATGACATGTACGATGAAGAAAAAGTGAAATACACTGTGTTCAAAGTATTGAAGAACTCCTCGCTTGCTGAGTTTGTTCAGAGCCTCTCTCAGACCAT
580G N D M Y D E E K V K Y T V F K VLI KNJSSLAETFUVQSL S QTWM
2401 GGGATTTCCACAAGATCAAATTCGATTGTGGCCCATGCAAGCAAGGAGTAATGGAACAAAACGACCAGCAATGTTAGATAATGAAGCCGACGGCAATAAA
613 G F P Q D Q I R L WPMOQARSNGTI KU RUPAMILTDNTEADGNK
Sspl (2538) BsaBI (2599)
2501 ACAATGATTGAGCTCAGTGATAATGAAAACCCTTGGACAATATTCCTGGAAACAGTTGATCCCGAGCTGGCTGCTAGTGGAGCGACCTTACCCAAGTTTG
647 T M | E L S D NENWPWT I F L ETUVDUPEILAASGATTL P K F
BspHI [m] (2605)

2601 ATAAAGATCATGATGTAATGTTATTTTTGAAGATGTATGATCCCAAAACGCGGAGCTTGAATTACTGTGGGCATATCTACACACCAATATCCTGTAAAAT
680D K D H D VML FLIKMYUDU®PI KT R SLNYT CGHI Y TU®PI1I S CK.I
2701 ACGTGACTTGCTCCCAGTTATGTGTGACAGAGCAGGATTTATTCAAGATACTAGCCTTATCCTCTATGAGGAAGTTAAACCGAATTTAACAGAGAGAATT
713 R D L L P VM CDUZ RAGTFI QDTS SUL I L Y ETEVIKU®PNLTE R I



2801 CAGGACTATGACGTGTCTCTTGATAAAGCCCTTGATGAACTAATGGATGGTGACATCATAGTATTTCAGAAGGATGACCCTGAAAATGATAACAGTGAAT
747* Q D Y DV S L D KA L DELMDTGTD I I VF QKUDTUDT PTENTDNSE
BgllI (2925)
2901 TACCCACCGCAAAGGAGTATTTCCGAGATCTCTACCACCGCGTTGATGTCATTTTCTGTGATAAAACAATCCCTAATGATCCTGGATTTGTGGTTACGTT
780kL P T A K E Y F R DL YHRUVDVI FCDJIKTI1IPNDZPGTFVVTL
PstI (3070)
3001 ATCAAATAGAATGAATTATTTTCAGGTTGCAAAGACAGTTGCACAGAGGCTCAACACAGATCCAATGTTGCTGCAGTTTTTCAAGTCTCAAGGTTATAGG
813 S N R M NY F QVAKTVAOQQRTLNTIDTPMTLTILTIG OQTFTFIKSOQGTYR
Bglll (3147)
3101 GATGGCCCAGGTAATCCTCTTAGACATAATTATGAAGGTACTTTAAGAGATCTTCTACAGTTCTTCAAGCCTAGACAACCTAAGAAACTTTACTATCAGC
847 D G P G N P L R HNY EGTLURUDTLTLGU QTFTFI KT PRI QPZIKTIKTLY Y DQ
BsaBI (3207)

3201 AGCTTAAGATGAAAATCACAGACTTTGAGAACAGGCGAAGTTTTAAATGTATATGGTTAAACAGCCAATTTAGGGAAGAGGAAATAACACTATATCCAGA
880kQ L K M K I T D F E NR R S F K C I WLNJSIOQTFUZ RTETETETITLY PD
3301 CAAGCATGGGTGTGTCCGGGACCTGTTAGAAGAATGTAAAAAGGCCGTGGAGCTTGGGGAGAAAGCATCAGGGAAACTTAGGCTGCTAGAAATTGTAAGC
913 K H 6 C V R D L L E E C K KAV EL GEIKASGIKTILT RTLTLTETI VS

BstBI (3470)
3401 TACAAAATCATTGGTGTTCATCAAGAAGATGAACTATTAGAATGTTTATCTCCTGCAACGAGCCGGACGTTTCGAATAGAGGAAATCCCTTTGGACCAGG
947 Y K | | G V H Q E D E L L ECL SPATS ST RTTFU RIETETLIU®PLTUDNAOQ
Psp14061 (3564)
3501 TGGACATAGACAAAGAGAATGAGATGCTTGTCACAGTGGCGCATTTCCATAAAGAGGTCTTCGGAACGTTCGGAATCCCGTTTTTGCTGAGGATACACCA
980V D | D K E N EM L VT V A HF HIKTEVTFGTT FGI!I P FLLUZ RI HAQ
3601 GGGCGAGCATTTTCGAGAAGTGATGAAGCGAATCCAGAGCCTGCTGGACATCCAGGAGAAGGAGTTTGAGAAGTTTAAATTTGCAATTGTAATGATGGGC
1013 G E H F R E VM K R I Q S L L DI QE K EF E KTFIKTFAI VMMG
3701 CGACACCAGTACATAAATGAAGACGAGTATGAAGTAAATTTGAAAGACTTTGAGCCACAGCCCGGTAATATGTCTCATCCTCGGCCTTGGCTAGGGCTCG
1047 R H Q Y | N E D E Y E V N L KD F EP QP GNMSHZPR RZPWL G L
Mscl (3886)
Nhel (3880)
3801 ACCACTTCAACAAAGCCCCAAAGAGGAGTCGCTACACTTACCTTGAAAAGGCCATTAAAATCCATAACTAGGGCCTCATGGCTAGCTGGCCAGACATGAT
1080 D H F N K A P K R S R Y T Y L E KA I K I H N e e ——
3901 AAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATT

Hpal (4018)
4001 ATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCT

4101 ACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAG
B ——— -

Sapl (4296)
4201 GCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTC

Sspl (4353) Swal (4367)
4301 TTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGT

4401 TTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGAC

4501 AGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCA

414 ¢ N R T Y K L P I L E E I T T K V L K GNWME | L V
4601 CAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCT
1154 F C D P A Y D S 1 L ERCMGTCPSVVVR I SRDVEHDSYPHTR

Stul (4792)
4701 GACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCA
824 V. AV | T D F D K Q G NS VASGI AI AEACVTUVRSGI Y AE
4801 ATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGA
4841 H V A S | | E G T K TR I A A GV HHIKNDTEYLMT I KETAV
Xmnl (4934)
4901 CCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATG
154 E V L E L D Q QS I NF T K M-
Asel (5000)
5001 ATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCC
o

Spel (5155)
5101 CATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTT
e

SnaBI (5283)
5201 GGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCC

Ndel (5388)
5301 AAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACAC

5401 TTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATT

Pacl (5574)
Pstl (5567)
Sdal (5566)
5501 GACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGG
-




5601

5701

5801

5901

6001

6101

6201

6301

6401

CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

ApaLI (5898)
TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAA

GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

Eagl (6334)
Pacl (6314) Swal (6323) Notl (6333)
TTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACT

AACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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