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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BStEIL (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGCCCCAGCCTTCCTGCTGCTGCTGCTGCTGTGGCC
= 1* M A P A F L L L L L L WP

Tth111I (666)
601 ACAGGGTTGCGTCTCAGGCCCCTCTGCTGG GAGCGCATACACAAAAGTGAGGCTCCTTGAAGGGGAGACTCTGTCTGTGCAGTGCTCCTATAAGGGCTAC
13 Q G C VS GPSAGSAY T KVRULILTESGETLSUVQCSYKGY
Bsp120I (781) Pstl (796)
701 AAAAACCGCGTGGAGGGCAAGGTTTGGTGCAAAATCAGGAAGAAGAAGTGTGAGCCTGGCTTTGCCCGAGTCTGGGTGAAAGGGCCCCGCTACTTGCTGC
47 K N R V E G K VW C K I R KKK CEW®PGTFARVWVIKGZ®PR R YL L
Fspl (878)
Sphl (875) BamHI (893)
801 AGGACGATGCCCAGGCCAAGGTGGTCAACATCACCATGGTGGCCCTCAAGCTCCAGGACTCAGGCCGATACTGGTGCATGCGCAACACCTCTGGGATCCT
80*Q D DA QA KV VNI TMVALIKTILI QDS GRYWCMUR RNTSG I L
Pvull (919)
901 GTACCCCTTGATGGGCTTCCAGCTGGATGTGTCTCCAGCTCCCCAAACTGAGAGGAACATTCCTTTCACACATCTGGACAACATCCTCAAGAGTGGAACT
113 Y P L M G F Q L DV S PAPQTTEI RNIPFTHILTUDNILIKSGT
Bsu36lI (1022) Xceml (1046) AvrIl (1087)
1001 GTCACAACTGGCCAAGCCCCTACCTCAGGCCCTGATGCCCCTTTTACCACTGGTGTGATGGTGTTCACCCCAGGACTCATCACCTTGCCTAGGCTCTTAG
147 V. T T G Q AP T S GP DAPZFTTGVMVFT®PSGL I T L PR L L
Xeml (1166)
SandI (1161) SandI (1180) Tth1111 (1194)
1101 CCTCCACCAGACCTGCCTCCAAGACAGGCTACAGCTTCACTGCTACCAGCACCACCAGCCAGGGACCCAGGAGGACCATGGGGTCCCAGACAGTGACCGC
1890kA S T R P A S K T GY S F TATSTTSQG®P R RTMGS QT VTA
1201 GTCTCCCAGCAATGCCAGGGACTCCTCTGCTGGCCCAGAATCCATCTCCACTAAGTCTGGGGACCTCAGCACCAGATCGCCCACCACAGGGCTCTGCCTC
213 S P S NA R DS S A GUPES I S TIKSGDTULSTHRS®PTTSGTULCL
BglII (1306)
1301 ACCAGCAGATCTCTCCTCAACAGACTACCCTCCATGCCCTCCATCAGGCACCAGGATGTTTACTCCACTGTGCTTGGGGTGGTGCTGACCCTCCTGGTGC
247 T S R S L L NR L P SMUPS I RHQDVYSTUVLGV VL TLILV
BsaBI (1401) BbrPI (1475) BbsI (1490)
1401 TGATGCTGATCATGGTCTATGGGTTTTGGAAGAAGAGACACATGGCAAGCTACAGCATGTGCAGCGATCCTTCTACACGTGACCCACCTGGAAGACCAGA
280kL M L I M VY G F WK KU RHMASY SMTCSDU®PSTI RUDU®PUPGR P E
Nhel (1547)
BstAPI (1538)
1501 GCCCTATGTGGAAGTCTACTTGATCTGAGGCCACTTAAGCATGGGGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAAC
313 P Y V E V Y L | e

Hpal (1685) Mfel (1696)
1601 TAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAAT

EcoRI (1781)
1701 TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCAT
- -

1801 AGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTG

Sapl (1963)
1901 TTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTC

SspI  (2020) Swal (2034)
2001 CCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCC

2101 CTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTG
4494 ¢ N R
Sacl (2295)
2201 GTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCT
1374T Y K L P I L E E I T T K VL KGNWME 1Tl L VF CDUZPAYDS I L E
BstXI (2324)
2301 CTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCC
1944 R C M G C P S V.V R I S R DV EDSY P HRVAUV I TDFDIKQG




Stul (2459)

2401 GTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTG
74 N S VA S G I A I AEACVTVRZ RGI YATETI HVASI I EGTK
2501 GTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGT

374T R I A A G V HH K NDE Y LMT I KETAVEUVLTETLT DTG GQQS I N
BbsI (2605)
XmnI (2601) Asel  (2667)
2601 TGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCC
44 F T K M -- -
Sacl (2724)
2701 AGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA

Spel (2822)
2801 TTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGC
-

SnaBI (2950)
2901 CCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGG

Ndel (3055)
3001 CATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAA

3101 ATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAG

Pacl (3241)
Pstl (3234)

Sdal (3233) BspLU11I (3251)
3201 CCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGC
e

3301 GTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATAC

3401 CAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGC

ApaLI (3565)
3501 TTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGC

3601 CTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTA

3701 GGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAA

3801 AAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCA

Pacl (3981) Swal (3990)
3901 AGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC A

Eagl (4001)
NotI (4000)
4001 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
4101 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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