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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCC CCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu361 (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTC CGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Sphl (560)
Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGAGCAC'I'I'CTAATCATCTGTGGCT'I'I'I'ATCTGA
> IPM QS TSNHLWLTLSTD
HindIII (690)
601 TATTTTAGGCCAAGGAGCTACTGCAAATGTCTTTCGTGGAAGACATAAGAAAACTGGTGATTTATTTGCTATCAAAGTATTTAATAACATAAGCTTCCTT
3@ L GQGATANVFRGRHKIKTGDLTFAIKVFNNISTFL

701 CGTCCAGTGGATGTTCAAATGAGAGAATTTGAAGTGTTGAAAAAACTCAATCACAAAAATATTGTCAAATTATTTGCTATTGAAGAGGAGACAACAACAA
47 R P VDV QMRETFEVLEKKLNHKNIVKLTFAIEEETTT
Scal (807) EcoRI (892)
801 GACATAAAGTACTTATTATGGAATTTTGTCCATGTGGGAGTTTATACACTGTTTTAGAAGAACCTTCTAATGCCTATGGACTACCAGAATCTGAATTCTT
8FR HKVL IMEFCPCGSLYTVLEEPSNAYGLTPESTETFHL
EcoRV (964)
ApalLl (955)
901 AATTGTTTTGCGAGATGTGGTGGGTGGAATGAATCATCTACGAGAGAATGGTATAGTGCACCGTGATATCAAGCCAGGAAATATCATGCGTGTTATAGGG
113 | VL R DV VGGMNHLRENG IVHRDIKPGNIMRY IG
BsrGI (1016)
1001 GAAGATGGACAGTCTGTGTACAAACTCACAGATTTTGGTGCAGCTAGAGAATTAGAAGATGATGAGCAGTTTGTTTCTCTGTATGGCACAGAAGAATATT
147 ED GQ SVYKLTDFGAARELTEDDEOQFVSLYGTTETE?FY
Xeml (1197)
1101 TGCACCCTGATATGTATGAGAGAGCAGTGCTAAGAAAAGATCATCAGAAGAAATATGGAGCAACAGTTGATCTTTGGAGCATTGGGGTAACATTTTACCA
180FL H P DMY ERAVLRKDHQKEKYGATVDLWS I GVTTFTYH

Eco01091 (1236)
1201 TGCAGCTACTGGATCACTGCCATTTAGACCCTTTGAAGGGCCTCGTAGGAATAAAGAAGTGATGTATAAAATAATTACAGGAAAGCCTTCTGGTGCAATA
213 AA TGS LPFRPFEGPRRNKEVMYZK I I'TGKPSGA I
BstXI (1327)

1301 TCTGGAGTACAGAAAGCAGAAAATGGACCAATTGACTGGAGTGGAGACATGCCTGTTTCTTGCAGTCTTTCTCGGGGTCTTCAGGTTCTACTTACCCCTG
247 S GVQKAENGP IDWSGDMPVSCSLSRGLQVLLTTE®P
Spel (1465)
1401 TTCTTGCAAACATCCTTGAAGCAGATCAGGAAAAGTGTTGGGGTTTTGACCAGTTTTTTGCAGAAACTAGTGATATACTTCACCGAATGGTAATTCATGT
280V L AN I LEADQEKCWGFDOQFFAETSD I LHRMVY IHYV
BspHI (1566)
1501 TTTTTCGCTACAACAAATGACAGCTCATAAGATTTATATACATAGCTATAATACTGCTACTATATTTCATGAACTGGTATATAAACAAACCAAAATTATT
33 F SLQQMTAHK I'Y THSYNTAT I FHELVYKQTHK I 1
1601 TCTTCAAATCAAGAACTTATCTACGAAGGGCGACGCTTAGTCTTAGAACCTGGAAGGCTGGCACAACATTTCCCTAAAACTACTGAGGAAAACCCTATAT
347 S S NQEL IYEGRRLVLEPGRLAQHTFPKTTETENTP I
Nhel (1795)
1701 TTGTAGTAAGCCGGGAACCTCTGAATACCATAGGATTAATATATGAAAAAATTTCCCTCCCTAAAGTACATCCACGTTATGATTTAGACGGGGATGCTAG
380PF VV SREPLNT IGL I'YEK 1SLPKVHPRYDLDGDAS
Pstl (1836)
1801 CATGGCTAAGGCAATAACAGGGGTTGTGTGTTATGCCTGCAGAATTGCCAGTACCTTACTGCTTTATCAGGAATTAATGCGAAAGGGGATACGATGGCTG
43 MAKA ITGVVCYACRIASTLLLYQELMRIKG IRWL
1901 ATTGAATTAATTAAAGATGATTACAATGAAACTGTTCACAAAAAGACAGAAGTTGTGATCACATTGGATTTCTGTATCAGAAACATTGAAAAAACTGTGA
447 1 EL I KDDYNETVHKKTEVVY ITLDFCIRNIETKTYV
2001 AAGTATATGAAAAGTTGATGAAGATCAACCTGGAAGCGGCAGAGTTAGGTGAAATTTCAGACATACACACCAAATTGTTGAGACTTTCCAGTTCTCAGGG
480FK VY E K LMK INLEAAELGE ISD IHTKLLRLSSSOQG
EcoRV (2122)
2101 AACAATAGAAACCAGTCTTCAGGATATCGACAGCAGATTATCTCCAGGTGGATCACTGGCAGACGCATGGGCACATCAAGAAGGCACTCATCCGAAAGAC
513 T I ETSLQD IDSRLSPGGSLADAWAHOQEGTHPTIKTD
2201 AGAAATGTAGAAAAACTACAAGTCCTGTTAAATTGCATGACAGAGATTTACTATCAGTTCAAAAAAGACAAAGCAGAACGTAGATTAGCTTATAATGAAG
547 R NVEKLQVLLNCMTE IYYQFIKKDIKATETRRLAYNE
2301 AACAAATCCACAAATTTGATAAGCAAAAACTGTATTACCATGCCACAAAAGCTATGACGCACTTTACAGATGAATGTGTTAAAAAGTATGAGGCATTTTT
580FE Q | HK FDKQKLYYHATKAMTHTFTDET CVKIKYTEATFIL
2401 GAATAAGTCAGAAGAATGGATAAGAAAGATGCTTCATCTTAGGAAACAGTTATTATCGCTGACTAATCAGTGTTTTGATATTGAAGAAGAAGTATCAAAA
613 N K SEEW IRKMLHLRKQLLSLTNQQCTFD IEETEVSHK
2501 TATCAAGAATATACTAATGAGTTACAAGAAACTCTGCCTCAGAAAATGTTTACAGCTTCCAGTGGAATCAAACATACCATGACCCCAATTTATCCAAGTT
647 Y Q E Y TNELQETLPQKMTFTASSG I KHTMT®P I1YPS
2601 CTAACACATTAGTAGAAATGACTCTTGGTATGAAGAAATTAAAGGAAGAGATGGAAGGGGTGGTTAAAGAACTTGCTGAAAATAACCACATTTTAGAAAG
680kS N T LVEMTLGMIKIKTLZKETEMEGVVKELAENNHILETR
Neol (2714) Pspl4061 (2734)  BamHI (2749) Ndel (2789)
2701 GTTTGGCTCTTTAACCATGGATGGTGGCCTTCGCAACGTTGACTGTCTTGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTT
7133 F G SLTMDGGLRNVDCLGSYPYDVPDYAGYTPYDYV
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Mscl (2852)

Nhel (2846)
CCTGATTATGCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACT
PDYAGYPYDVPDYA.@e

Hpal (2984)
AGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATT

EcoRI (3080)
GCATTCA ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGG AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATA
- -

GCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGT

TTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCC

Swal (3333) EcoO1091 (3394)
CACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCC

TTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGG
4414 ¢ N R T
Sacl (3594)
Ecl1361I (3594)
TGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTC
YKLP I LEE I TTKVLKGNME I LVFCDPAYDS S ILE
BstXI (3623)
TCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCG
RCMGCPSVVR ISRDVEDSYPHRVAV I TDTFDZKA QG
Stul (3758)
TTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGG
NSVASGIAIAEACVTVRGIYAE ITHVAS 1T IEGTIKT
TCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTT
R TAAGVHHKNDEYLMT IKETAVEVLETLDAQQS IN
BspHI (3908)
GAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCA
F T K M- ~
Sacl (4023)
Ecl13611 (4023)
GCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACAT

Spel (4121)
TTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCC
-t

SnaBI (4249)
CATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGC

Ndel (4354)
ATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAA

TACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGC

Pstl (4533)
Sdal (4532) Peil (4550)
ShfT (4532) BspLU11I (4550)
CAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCG

e
TTGCTGGCG CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACC

AGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCT

ApaLl (4864)
TTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCC

TTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAG

GCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAA

AAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAA

Swal (5289) NotlI (5299)
GAAGATCCTTTGATC CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA GGTCATGGCTAGTTAATTAACATTTAAATCAG

Eagl (5300)
CGGCCGCAATAAAATATCTTTA CATTACATCTGTGTGTTGG GTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAA
AACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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