Pvul (7)

Sgfl (6)
15“?11 ((555773)) el ( Mfel (82)
[ Psp14061 (203)
Swal (5568) HindIII (245)
NgoMIV (441)
/ Agel (552)

Pacl (5559)

ApaLl (5143)
hEF1-HTLV prom

BspLU11I (560)
Sall (619)

Tth1111 (736)
Sandl (830)

pMBI1 ori
BspLUI1I (4829)
Pacl (4819)
Sdal (4811)
hSTAT6
Ndel (4633) hCMV enh
BamHI (1160)
SnaBI (4528)
Xmal (1319)
Spel (4400) NgoMIV (1337)
hCMV prom pUNO1-hSTAT6
(5743 bp) Bsp120I (1469)

BsrBI (1675)
Sapl (1719)

Asel (4245) EM7

Xmnl (4179)
BsrBI (1891)

Xmnl (1998)
BglII (2000)

BstXI (3902)
(h) Bglobin p(A)
BspEI (2147)

SV40 p(A)

Swal (3612)
Sspl  (3598)
Sapl (3541)
EcoRI (3359) BsoEl (2435
Mfel (3274) = SPEL (2435)
125 Hpal 1\513121153)(3125) Sphl (2603)
I HindIII (2971) Sphl (2814)

C?) InvivoGen

15C27v35



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspLU11I (560)
Agel (552)
501 CTGAGATCACCGGTCAACATGTCTCTGTGGGGTCTGGTCTCCAAGATGCCCCCAGA
- 1M S L WG L VS KMUP P E

Sall (619)
601 AAAAGTGCAGCGGCTCTATGTCGACTTTCCCCAACACCTGCGGCATCTTCTGGGTGACTGGCTGGAGAGCCAGCCCTGGGAGTTCCTGGTCGGCTCCGAC
13 K V Q R L Y VDFUPQHTLR RHLTILTGDMWTLTET SO QPWTETFTLVGSTD

Tth1111 (736)

701 GCCTTCTGCTGCAACTTGGCTAGTGCCCTACTTTCAGACACTGTCCAGCACCTTCAGGCCTCGGTGGGAGAGCAGGGGGAGGGGAGCACCATCTTGCAAC

47m A F C C N L A S A LLSDTVAO QHLU QASVYVYGE- QGTETGSTTI L Q
SandI (830)

801 ACATCAGCACCCTTGAGAGCATATATCAGAGGGACCCCCTGAAGCTGGTGGCCACTTTCAGACAAATACTTCAAGGAGAGAAAAAAGCTGTTATGGAACA
80kH | S T L E S I Y QR DZPLIKTLVATTFR RI QI L QGETZKTIKAVMEDQ
901 GTTCCGCCACTTGCCAATGCCTTTCCACTGGAAGCAGGAAGAACTCAAGTTTAAGACAGGCTTGCGGAGGCTGCAGCACCGAGTAGGGGAGATCCACCTT
113 F R H L P M P F HW K QE E L KF K TOGLI RU RLI QHTR RVYVGE I HIL

1001 CTCCGAGAAGCCCTGCAGAAGGGGGCTGAGGCTGGCCAAGTGTCTCTGCACAGCTTGATAGAAACTCCTGCTAATGGGACTGGGCCAAGTGAGGCCCTGG
147 L R E A L Q K GAEAGOQVSLUHSTLIETT®PANGTGZPSTEATL

BamHI (1160)
1101 CCATGCTACTGCAGGAGACCACTGGAGAGCTAGAGGCAGCCAAAGCCCTAGTGCTGAAGAGGATCCAGATTTGGAAACGGCAGCAGCAGCTGGCAGGGAA

180*A M L L Q E T T G E L E A A KAL VLI KR RI QI WKZ ROQQQL AGN

1201 TGGCGCACCGTTTGAGGAGAGCCTGGCCCCACTCCAGGAGAGGTGTGAAAGCCTGGTGGACATTTATTCCCAGCTACAGCAGGAGGTAGGGGCGGCTGGT

213 G AP F EE S LAPL QERTCESTLVDI Y SQLQQEVGAASG
Xmal (1319) NgoMIV (1337)

1301 GGGGAGCTTGAGCCCAAGACCCGGGCATCGCTGACTGGCCGGCTGGATGAAGTCCTGAGAACCCTCGTCACCAGTTGCTTCCTGGTGGAGAAGCAGCCCC
247 G E L E P K T R A S LTS GRULDTEVLRTLVTS ST CTFLVETZKN QTF®P
Bsp120I (1469)
1401 CCCAGGTACTGAAGACTCAGACCAAGTTCCAGGCTGGAGTTCGATTCCTGTTGGGCTTGAGGTTCCTGGGGGCCCCAGCCAAGCCTCCGCTGGTCAGGGC
280kP Q VL K T Q T K F QAGVRTFILULSGLHZ RTFLGAPAIKTPUPTL VR RA
1501 CGACATGGTGACAGAGAAGCAGGCGCGGGAGCTGAGTGTGCCTCAGGGTCCTGGGGCTGGAGCAGAAAGCACTGGAGAAATCATCAACAACACTGTGCCC
313 DM V T E K QARELSVPQGP GAGAESTSGET I I NNTUVP
BstBI (1675)
1601 TTGGAGAACAGCATTCCTGGGAACTGCTGCTCTGCCCTGTTCAAGAACCTGCTTCTCAAGAAGATCAAGCGGTGTGAGCGGAAGGGCACTGAGTCTGTCA
347 L E N S I P G NCCSALTFIKNLIULULIKIKI KRTZ CET RIKTGTTE SV
Sapl (1719)
1701 CAGAGGAGAAGTGCGCTGTGCTCTTCTCTGCCAGCTTCACACTTGGCCCCGGCAAACTCCCCATCCAGCTCCAGGCCCTGTCTCTGCCCCTGGTGGTCAT
380 T E E K C AV L F S ASTFTULGPGIKTULWPI QL QAL SL P L V VI
BsrBI (1891)
1801 CGTCCATGGCAACCAAGACAACAATGCCAAAGCCACTATCCTGTGGGACAATGCCTTCTCTGAGATGGACCGCGTGCCCTTTGTGGTGGCTGAGCGGGTG
413 V H G N Q D NNAIKATI L WD NATFSEMDIZ RVPTFVVATERYV
Xmnl (1998)
1901 CCCTGGGAGAAGATGTGTGAAACTCTGAACCTGAAGTTCATGGCTGAGGTGGGGACCAACCGGGGGCTGCTCCCAGAGCACTTCCTCTTCCTGGCCCAGA
447 P W E K M C E T L NL KFMAEVGTNIR RGTLILUZPEWUHT FTLTFLANAQ
BglII (2000)
2001 AGATCTTCAATGACAACAGCCTCAGTATGGAGGCCTTCCAGCACCGTTCTGTGTCCTGGTCGCAGTTCAACAAGGAGATCCTGCTGGGCCGTGGCTTCAC
48K | F N D N S L S M EAF QHRSVSWSQFNZIKTETILULGR RGTFT
BspEI (2147)
2101 CTTTTGGCAGTGGTTTGATGGTGTCCTGGACCTCACCAAACGCTGTCTCCGGAGCTACTGGTCTGACCGGCTGATCATTGGCTTCATCAGCAAACAGTAC
513 F W QWTFDSGVLDLTI K RT CLRSYWSDH RTLTI 1T GF I S KQY
2201 GTTACTAGCCTTCTTCTCAATGAGCCCGACGGAACCTTTCTCCTCCGCTTCAGCGACTCAGAGATTGGGGGCATCACCATTGCCCATGTCATCCGGGGCC
547 V. T S L L L NEPDGTT FLULU RTFSDSETIGGI TI1I AHVI RG
2301 AGGATGGCTCTCCACAGATAGAGAACATCCAGCCATTCTCTGCCAAAGACCTGTCCATTCGCTCACTGGGGGACCGAATCCGGGATCTTGCTCAGCTCAA
580 Q D G S P Q I E N1 QP F S A KDWLS 1 R SLGD R I RDLAA QLK
BspEI (2435)
2401 AAATCTCTATCCCAAGAAGCCCAAGGATGAGGCTTTCCGGAGCCACTACAAGCCTGAACAGATGGGTAAGGATGGCAGGGGTTATGTCCCAGCTACCATC
613 N L Y P K K P K DEATF RS HY KPEQMSGI KD GRGY VP A T.I
2501 AAGATGACCGTGGAAAGGGACCAACCACTTCCTACCCCAGAGCTCCAGATGCCTACCATGGTGCCTTCTTATGACCTTGGAATGGCCCCTGATTCCTCCA
647 K M T V E R D QP L P TPELQM®PTMVPSYDLGMAPTDS S
Sphl (2603)
2601 TGAGCATGCAGCTTGGCCCAGATATGGTGCCCCAGGTGTACCCACCACACTCTCACTCCATCCCCCCGTATCAAGGCCTCTCCCCAGAAGAATCAGTCAA
680kM S M Q L G P DM V P QVY P PHSHSI PPYQGLS?PETES VN



2701 CGTGTTGTCAGCCTTCCAGGAGCCTCACCTGCAGATGCCCCCCAGCCTGGGCCAGATGAGCCTGCCCTTTGACCAGCCTCACCCCCAGGGCCTGLTGCCG
713 VL S A F Q EPHL QM®P®PSLGQMSTULZPTFODAO QPUHZPAOQGTLTLUP
Sphl (2814)
2801 TGCCAGCCTCAGGAGCATGCTGTGTCCAGCCCTGACCCCCTGCTCTGCTCAGATGTGACCATGGTGGAAGACAGCTGCCTGAGCCAGCCAGTGACAGCGT
747" ¢ Q P Q E HA V S S PDPLLTCSUDVTMVETDS ST CLSAOQPVTA
HindIII (2971)

2901 TTCCTCAGGGCACTTGGATTGGTGAAGACATATTCCCTCCTCTGCTGCCTCCCACTGAACAGGACCTCACTAAGCTTCTCCTGGAGGGGCAAGGGGAGTC
780k F P Q G T W1 GED 11 FPPLULU®P®PTET- QDTLTT KT LTLTLTETGT QG GTE S
3001 GGGGGGAGGGTCCTTGGGGGCACAGCCCCTCCTGCAGCCCTCCCACTATGGGCAATCTGGGATCTCAATGTCCCACATGGACCTAAGGGCCAACCCCAGT
813 G G G S L GA QP LLQPSHYGQSGI!I SMSHMUDTLTE RANTPS

Nhel (3125)
3101 TGGTGATCCCAGCTGGAGGGAGAACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGC
847F W o

Hpal (3263) Mfel (3274)
3201 TTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGG

EcoRI (3359)
3301 TTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAAT
- -

3401 CAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCA

Sapl (3541) Sspl (3598)
3501 TGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAA

Swal (3612)
3601 TATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTA

3701 GTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTT

+414 ¢ N R T Y K L P | L E
3801 CCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCT
13¢4 E | T T K VL K GNME I L VFCDZPAYUDSI LERT CMGTCPS

BstXI (3902)
3901 GACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATG
974 V. V R I S R DV E D S Y P HR VAV I T DFUDIKIQGNSVA S G I
4001 GCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACAT
634A. I A E A C V T VR G 1 YAETI HVASI1T I EGTI KT R I A AG V H
Xmnl (4179)
4101 GGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCT
304 H K N D E Y L M T 1|1 K E TAVEVLELDA QQS 1T NFTIKM--SE4—
Asel (4245)
4201 CCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAA
]

4301 ACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTT

Spel (4400)
4401 ACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACC
e

SnaBI (4528)
4501 GCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTT

Ndel (4633)
4601 ACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAA

4701 TGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAA

Pacl (4819)

Sdal (4811) BspLU11I (4829)
4801 GTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGG
B — -

4901 CTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCT

5001 CCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAG

ApaLl (5143)
5101 GTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTT

5201 GAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGA

5301 AGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATC

5401 CGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCT

Eagl (5579)
Pacl (5559) Swal (5568) Notl (5578)
5501 ACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTT

5601 ATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCT
5701 GTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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