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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BStEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTGTGTGGATACAAGCTCAGCAGCTCCAAGGAGA

= 1M A VW I QA Q QL Q G E

BglIl (699)
601 AGCCCTTCATCAGATGCAAGCGTTATATGGCCAGCATTTTCCCATTGAGGTGCGGCATTATTTATCCCAGTGGATTGAAAGCCAAGCATGGGACTCAGTAg
133 AL HQMOQALYGOQHTFZ®PI EVRHYLSOQWI ESIOQAWTDS V
BStAPI (756) Dralll (781)
701 GATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGCTCCTGGAGGGCCTGGTGCAGGAGCTGCAGAAGAAGGCAGAGCACCAGGTGGGGGAAGATG
47 D L D NP Q E NI KA T QLULESGLVQETLUG QKT KA ATEUHG QVGTED
Ncol (866) BsrGI
801 GGTTTTTACTGAAGATCAAGCTGGGGCACTATGCCACACAGCTCCAGAACACGTATGACCGCTGCCCCATGGAGCTGGTCCGCTGCATCCGCCATATATT
80*G F L L K 1 KL GHYATO QLU QNTYU DR RT CPMETLUVR RTCIURHIL
901 GTACAATGAACAGAGGTTGGTCCGAGAAGCCAACAATGGTAGCTCTCCAGCTGGAAGCCTTGCTGATGCCATGTCCCAGAAACACCTCCAGATCAACCAG
113 Y N E Q R L VR E A NNGS SPAGSILADAMSTZ QI KU HTLI QI NOQ
Scal (1070)
1001 ACGTTTGAGGAGCTGCGACTGGTCACGCAGGACACAGAGAATGAGTTAAAAAAGCTGCAGCAGACTCAGGAGTACTTCATCATCCAGTACCAGGAGAGCC
147 T F E E L R L VT QDTTENTETLZIKZIKTLIOQQTIQETYTFI1l 1 QY QE S
BamHI (1103) Stul (1196)
1101 TGAGGATCCAAGCTCAGTTTGGCCCGCTGGCCCAGCTGAGCCCCCAGGAGCGTCTGAGCCGGGAGACGGCCCTCCAGCAGAAGCAGGTGTCTCTGGAGGC
180¥L R I Q A Q F G P LAQLSPOQEZ RTLT SR RETALIZ QOQKTZ QVSLEA
BStAPI (1272)
1201 CTGGTTGCAGCGTGAGGCACAGACACTGCAGCAGTACCGCGTGGAGCTGGCCGAGAAGCACCAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATC
213 W L Q R E A Q TLQOQYU RVETLATEZKUHO QKTTLU OQLTLTE RIKTZ QOQOQT.I
Bsp120I (1357)
1301 ATCCTGGATGACGAGCTGATCCAGTGGAAGCGGCGGCAGCAGCTGGCCGGGAACGGCGGGCCCCCCGAGGGCAGCCTGGACGTGCTACAGTCCTGGTGTG

247# | L D D E L I QWIK RWRQQLAGNSGG GP®PESGSTLDVLAOQSWC
1401 AGAAGTTGGCCGAGATCATCTGGCAGAACCGGCAGCAGATCCGCAGGGCTGAGCACCTCTGCCAGCAGCTGCCCATCCCCGGCCCAGTGGAGGAGATGCT
280FE K L A E I I WQNURQQI RRAEWHLTCOQQL®P I PGPVETEWML

BstEII (1542)
1501 GGCCGAGGTCAACGCCACCATCACGGACATTATCTCAGCCCTGGTGACCAGCACGTTCATCATTGAGAAGCAGCCTCCTCAGGTCCTGAAGACCCAGACC
313 A E VN A T I T D1 I S ALV TSTT F1l I EKQPWPIOQVLIKTAQT
ApaLl (1645)
1601 AAGTTTGCAGCCACTGTGCGCCTGCTGGTGGGCGGGAAGCTGAACGTGCACATGAACCCCCCCCAGGTGAAGGCCACCATCATCAGTGAGCAGCAGGCCA
347k K F AA T VR LL VGG KULNVHMNZPZPQVIKAT I I S E QQA
BglIl (1745)
1701 AGTCTCTGCTCAAGAACGAGAACACCCGCAATGATTACAGTGGCGAGATCTTGAACAACTGCTGCGTCATGGAGTACCACCAAGCCACAGGCACCCTTAG
380K S L L K N E N TR NDY S GE Il L NNCCVMEYHOQATSGTTL S
1801 TGCCCACTTCAGGAATATGTCCCTGAAACGAATTAAGAGGTCAGACCGTCGTGGGGCAGAGTCGGTGACAGAAGAAAAATTTACAATCCTGTTTGAATCC
413 A H F R NM S L KR I KR SDRWIRGAESVTETEZ KT FTI L F E S
Tth1111 (1941)
1901 CAGTTCAGTGTTGGTGGAAATGAGCTGGTTTTTCAAGTCAAGACCCTGTCCCTGCCAGTGGTGGTGATCGTTCATGGCAGCCAGGACAACAATGCGACGG
447* Q F S V. G G N E L VF QV K TUL SLPVVVI VHSGSIQDNNAT
2001 CCACTGTTCTCTGGGACAATGCTTTTGCAGAGCCTGGCAGGGTGCCATTTGCCGTGCCTGACAAAGTGCTGTGGCCACAGCTGTGTGAGGCGCTCAACAT
480A T V L W D N A F A E P GR VP FAVPDIKVLWPI QLT CTEATLNM
2101 GAAATTCAAGGCCGAAGTGCAGAGCAACCGGGGCCTGACCAAGGAGAACCTCGTGTTCCTGGCGCAGAAACTGTTCAACAACAGCAGCAGCCACCTGGAG
513 K F K A E V Q S NR GLTIKTENLVFLAQKTLTFNNSSSHLE
2201 GACTACAGTGGCCTGTCTGTGTCCTGGTCCCAGTTCAACAGGGAGAATTTACCAGGACGGAATTACACTTTCTGGCAATGGTTTGACGGTGTGATGGAAG
547 D Y S G L SV SWS QF NI RENLUWPGRNYTTFWAOQWTFUDGVWME
2301 TGTTAAAAAAACATCTCAAGCCTCATTGGAATGATGGGGCCATTTTGGGGTTTGTAAACAAGCAACAGGCCCATGACCTACTCATTAACAAGCCAGATGG

580V L K K H L K P HWNDGA Il L GF VNI K QQAUHDTLTL I NZKUPDG
2401 GACCTTCCTCCTGAGATTCAGTGACTCAGAAATTGGCGGCATCACCATTGCTTGGAAGTTTGATTCTCAGGAAAGAATGTTTTGGAATCTGATGCCTTTT
613 T F L L RF SDJSEI GGI T 1 AWIKTFDZ S QE R RMTFWNTILWMTPF

Bst11071 (2593)
2501 ACCACCAGAGACTTCTCCATTCGGTCCCTAGCCGACCGCTTGGGAGACTTGAATTACCTTATCTACGTGTTTCCTGATCGGCCAAAAGATGAAGTATACT(
647 T T R D F S 1 R S L A DRULGDTULNY LIl Y VF P DI RUPIKDTE VY
2601 CCAAATACTACACACCAGTTCCCTGCGAGTCTGCTACTGCTAAAGCTGTTGATGGATACGTGAAGCCACAGATCAAGCAAGTGGTCCCTGAGTTTGTGAA
680FS K Y Y T P V P CE S A TAKAVDSGY V KUPQI KQVVPETF VN



BspLU11I (2783)
2701 CGCATCTGCAGATGCCGGGGGCGGCAGCGCCACGTACATGGACCAGGCCCCCTCCCCAGCTGTGTGTCCCCAGGCTCACTATAAékTGTACCCACAGAAC
713 A S A DA GGG SATYMDG QAPS SPAVCPI QAHYNMYU®PAQN
Tth1111 (2803) NgoMIV (2882)

2801 CCTGACTCAGTCCTTGACACCGATGGGGACTTCGATCTGGAGGACACAATGGACGTAGCGCGGCGTGTGGAGGAGCTCCTGGGCCGGCCAATGGACAGTC
747#* P D S VL D T D GDTFDLTEUDTMDVATR RT RVYVETETLTLTGTR RTZPMDS

BamHI (2903) Nhel (2937)
2901 AGTGGATCCCGCACGCACAATCGTGACCCCGCGACCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG
780FQ W I P H A Q S e

Hpal (3075) Mrfel (3086)
3001 TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATT

EcoRI (3171)
3101 TTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTT
- -

3201 TAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCT

SapI (3353)
3301 CACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCC

Sspl  (3410) Swal (3424)
3401 TTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATA

3501 TCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGA

+494 ¢ N R T Y K L

3601 GGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACAT
1344 P | L E E I T T K VL KGNMETIl L VF CDPAYU DS SILET RTECHM

3701 GCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACA
1014 G ¢ P S V.V R I S R DV ED S Y P HRVAV I TDTFUDJZ KTI QGNS V

Stul (3849)

3801 GCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGG

674A S G I A I A E A CV TV RGI YATETI HVASI 1T EGTIKTTR RII A

3901 CCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTT
344 A G V H HKNDTETVYLMTI KETAVEUVLTETLUDA QQSTI NTFTK

Asel (4057)
4001 CATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTG
14 M - -t
4101 ACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAG

Spel (4212)
4201 TCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
- -

SnaBI (4340)
4301 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

Ndel (4445)
4401 GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

4501 CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

Pacl (4631)

Sdal (4623) BspLU11I (4641)
4601 CATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG
-

4701 TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTC

4801 CCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAG

ApalLl (4955)
4901 CTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGT

5001 AACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTA

5101 CAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGG

5201 TAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCT

Eagl (5391)
Pacl (5371) Swal (5380) NotI (5390)
5301 TTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAA

5401 TAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTA
5501 GCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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