Pvul () geon (96)
Sefl (6) Psp14061 (203)
HindIII (245)

EcoNI (287)
Notl (5341) Bsu361 (291)
Swal (5331) NgoMIV (441)
Pacl (5322) \\ KasI (535)
— Agel (552)
BstEII (555)
Ncol (560)

Acc65I  (599)
Ndel (692)
hEF1-HTLV prom

Xeml (956)
BspEI (1013)
Xbal (1032)

Bglll (1119)

Eagl (5342)

ApaLI (4906)

pMBI1 ori
BspLUL1I (4592)
Pacl (4582)

Sdal (4574)

Ndel (4396) hSTAT3 isoform 2

hCMYV enh
SnaBI (4291)

Spel (4163)

pUNO1-hSTAT3b

hCMV prom (5506 bp)
EM7

Sacl (4065)
Asel (4008)

BbsI (3946)
XmnlI (3942)

Sandl (1445)
BsrGI (1455)
Eagl (1465)
phl (1544)
Nsil (1552)
PshAI (1581)

Stul (3800) BamHI (1699)

EcoRI (1780)
Bsu36l (1797)

Stul (1905)

Sacl (3636)

(h) Bglobin p(A)

SV40 p(A
Swal (3375) P(A)

SspI (3361)

Xcml (2050)

EcoRI (3122)
Hpal (3026)

Mscl (2894)
Nhel (2888)

BspLU11I (2501)
BbsI (2676)

C?) InvivoGen



Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Ncol (560)
BstEII (555)
KasI (535) Agel (552) Acc651
501 CTGAGATCACCGGTCACCATGGCCCAATGGAATCAGCTACAGCAGCTTGACACACG
. 1M A Q WNQL QQL DTR
Ndel (692)
601 GTACCTGGAGCAGCTCCATCAGCTCTACAGTGACAGCTTCCCAATGGAGCTGCGGCAGTTTCTGGCCCCTTGGATTGAGAGTCAAGATTGGGCATATGCG
13 Y L E QL HQLY SDS FUPMETILI RI QFLAPWI ESQDWAY A
701 GCCAGCAAAGAATCACATGCCACTTTGGTGTTTCATAATCTCCTGGGAGAGATTGACCAGCAGTATAGCCGCTTCCTGCAAGAGTCGAATGTTCTCTATC
47n A S K E S HA T L VF HNWLIULSGTETI DQQY SR RTFL QESNUWVLY
801 AGCACAATCTACGAAGAATCAAGCAGTTTCTTCAGAGCAGGTATCTTGAGAAGCCAATGGAGATTGCCCGGATTGTGGCCCGGTGCCTGTGGGAAGAATC
80*Q H N L R R I K Q F L QS RYLEJ KPMETIARI VART CLWEE S
Xeml (956)

901 ACGCCTTCTACAGACTGCAGCCACTGCGGCCCAGCAAGGGGGCCAGGCCAACCACCCCACAGCAGCCGTGGTGACGGAGAAGCAGCAGATGCTGGAGCAG
113 R L L Q T AA T A A Q QGG QANUHPTAAVV TEIZKIQQMTLE Q
BspEI (1013) Xbal (1032)
1001 CACCTTCAGGATGTCCGGAAGAGAGTGCAGGATCTAGAACAGAAAATGAAAGTGGTAGAGAATCTCCAGGATGACTTTGATTTCAACTATAAAACCCTCA
147 H L Q D V R K RV Q DL E QKMIKV VENLI QDUDTFUDTFNYKTL
Bglll (1119)
1101 AGAGTCAAGGAGACATGCAAGATCTGAATGGAAACAACCAGTCAGTGACCAGGCAGAAGATGCAGCAGCTGGAACAGATGCTCACTGCGCTGGACCAGAT
180K S Q G DM Q DL NGNN QSVTRAQKMQQL EAQMULTALTDA QM
1201 GCGGAGAAGCATCGTGAGTGAGCTGGCGGGGCTTTTGTCAGCGATGGAGTACGTGCAGAAAACTCTCACGGACGAGGAGCTGGCTGACTGGAAGAGGCGG
213 R R S 1 VvV S E LA GL UL SAMEY VQKTLTUDTETETLADWTIKR RR
1301 CAACAGATTGCCTGCATTGGAGGCCCGCCCAACATCTGCCTAGATCGGCTAGAAAACTGGATAACGTCATTAGCAGAATCTCAACTTCAGACCCGTCAAC
247" Q Q I A C 1 G G P P N1 CL DU RLTENWI TS LAESAQL QTR Q
BsrGI (1455)
SandI (1445) Eagl (1465)
1401 AAATTAAGAAACTGGAGGAGTTGCAGCAAAAAGTTTCCTACAAAGGGGACCCCATTGTACAGCACCGGCCGATGCTGGAGGAGAGAATCGTGGAGCTGTT
280PQ | K K L E E L Q Q KV SY KGDU®PI VQHRPMLTETETRI V E L F
Nsil  (1552)
Sphl (1544) PshAI (1581)
1501 TAGAAACTTAATGAAAAGTGCCTTTGTGGTGGAGCGGCAGCCCTGCATGCCCATGCATCCTGACCGGCCCCTCGTCATCAAGACCGGCGTCCAGTTCACT
313 R N L M K S A F VVERI QPT CMPMHPIDA RZPLVI KTGVQFT
BamHI
1601 ACTAAAGTCAGGTTGCTGGTCAAATTCCCTGAGTTGAATTATCAGCTTAAAATTAAAGTGTGCATTGACAAAGACTCTGGGGACGTTGCAGCTCTCAGAG
347 T K V R L L VK F P E L NY QUL K I KV CI DKWUDSGDVAATL R
EcoRI (1780) Bsu36I (1797)
1701 GATCCCGGAAATTTAACATTCTGGGCACAAACACAAAAGTGATGAACATGGAAGAATCCAACAACGGCAGCCTCTCTGCAGAATTCAAACACTTGACCCT
380G S R K F N I L G T NT K VMNMETESNNGSULSATETFIKHTLTL
1801 GAGGGAGCAGAGATGTGGGAATGGGGGCCGAGCCAATTGTGATGCTTCCCTGATTGTGACTGAGGAGCTGCACCTGATCACCTTTGAGACCGAGGTGTAT
413 R E Q R C G NGGRANTCDASUL I VTETETILWMHLI TFETTE VY
Stul (1905)
1901 CACCAAGGCCTCAAGATTGACCTAGAGACCCACTCCTTGCCAGTTGTGGTGATCTCCAACATCTGTCAGATGCCAAATGCCTGGGCGTCCATCCTGTGGT
447 H Q G L K I DL E THSLPVVVI SNI CQMZPNAWAS I L W
Xeml (2050)
2001 ACAACATGCTGACCAACAATCCCAAGAATGTAAACTTTTTTACCAAGCCCCCAATTGGAACCTGGGATCAAGTGGCCGAGGTCCTGAGCTGGCAGTTCTC
480kY N M L T N NP KNV NTFF TKW®PUPI GTWWDI QVAEUVL SWAQTF S
2101 CTCCACCACCAAGCGAGGACTGAGCATCGAGCAGCTGACTACACTGGCAGAGAAACTCTTGGGACCTGGTGTGAATTATTCAGGGTGTCAGATCACATGG
513 S T T K R G L S I E QL TTULAEJ KLILSGPGVNYSGCOQI!I TWwW
2201 GCTAAATTTTGCAAAGAAAACATGGCTGGCAAGGGCTTCTCCTTCTGGGTCTGGCTGGACAATATCATTGACCTTGTGAAAAAGTACATCCTGGCCCTTT
547 A K F C K E NM A G K GF S FWUVWULIDNI I DL VKK KY I L AL
2301 GGAACGAAGGGTACATCATGGGCTTTATCAGTAAGGAGCGGGAGCGGGCCATCTTGAGCACTAAGCCTCCAGGCACCTTCCTGCTAAGATTCAGTGAAAG
580kW N E G Y | M G F I S K E R E RA 1 L S TIKU®PUPGTT FLTULI RTF S E S
2401 CAGCAAAGAAGGAGGCGTCACTTTCACTTGGGTGGAGAAGGACATCAGCGGTAAGACCCAGATCCAGTCCGTGGAACCATACACAAAGCAGCAGCTGAAC
613 S K E G G V T F T WV E KD I S G K TQ Il QS V EPY TKQQL N
BspLUILII (2501)
2501 AACATGTCATTTGCTGAAATCATCATGGGCTATAAGATCATGGATGCTACCAATATCCTGGTGTCTCCACTGGTCTATCTCTATCCTGACATTCCCAAGG
647" N M S F A E I I M G Y K I M DATWNI LV S?PLVYLY®PDII P K



Bbsl (2676)
2601 AGGAGGCATTCGGAAAGTATTGTCGGCCAGAGAGCCAGGAGCATCCTGAAGCTGACCCAG GCGCTGCCCCATACCTGAAGACCAAGTTTATCTGTGTGAC
680FE E A F G K Y C R P E S QE HPEADU&PGAAPY LI KT KT F I CVT
2701 ACCAACGACCTGCAGCAATACCATTGACCTGCCGATGTCCCCCCGCACTTTAGATTCATTGATGCAGTTTGGAAATAATGGTGAAGGTGCTGAACCCTCA
713 p T T C S N T I DL PMSPIRTULWDSULMAOQFSGNNGTETGATEP S
Msel (2894)
Nhel (2888)
2801 GCAGGAGGGCAGTTTGAGTCCCTCACCTTTGACATGGAGTTGACCTCGGAGTGCGCTACCTCCCCCATGTGAGGAGCTGAGAACGGAAGCTAGCTGGCCA
747" A G G Q F E S L T F DM ELTSET CATSUPM e _—
2901 GACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

Hpal (3026)
3001 TAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTA

EcoRI (3122)
3101 AAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATA
o -

3201 AGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGA

SspI  (3361) Swal (3375)
3301 ACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAA

3401 ATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGA

3501 AATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTC
414 ¢ N R T Y K L P I L E E I T T K V L K G N M E
Sacl (3636)

3601 AATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAG
11841 L VvV F ¢ D P A Y DS 1 L ERCMSGT C®PSVVZ RI SRDVETDSY
3701 GGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGT

844P H R V A V | T D F DK QG NS VASGI A1l AEACVTVRGI Y
Stul (3800)
3801 AGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTC
514 A E | H V A S | Il E G T K TR I A A GV HUHIKNDEY L MT I K E
Bbsl (3946)
Xmnl (3942)
3901 AGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTA

184 T AV E VL E L D QQS I NTFTKWM -
Asel (4008) Sacl (4065)
4001 TGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGC
-

Spel (4163)
4101 CTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGT
-

SnaBI (4291)
4201 GGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGAT

Ndel (4396)
4301 GTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATA

4401 TGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACG

Pacl (4582)

Sdal (4574) BspLUILII (4592)
4501 TCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGA
-

4601 GCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCT

4701 CAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTAC

4801 CGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTG

ApaLI (4906)
4901 GGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGG

5001 CAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGT

5101 ATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTT

5201 GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTT

Eagl (5342)
Pacl (5322) Swal (5331) Notl (5341)
5301 AAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAA

5401 TCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCT
5501 ATCGAA
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