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hCMYV enh

hCMV prom

EM7

Mfel (82)

EcoNI (96)
Pvul (7) Psp14061 (203)
Sgfl (6) HindIII (245)
Notl (4694) EcoNI (287)

Swal (4684)

Bsu36l (291)
Pacl (4675) NgoMIV (441)

Kasl (535)
/ Agel (552)
hEF1-HTLV prom

SphI  (560)
hSIGLECS (CD170)

SandI (598)
Sdal (603)

pMBI1 ori

BamHI (1063)

BsrBI (1140)
Neol (1179)
BStEIl (1224)

pUNO1-hSIGLECS

(4859 bp)

Bspl201 (1575)
NgoMIV (1635)

Bsp1201 (1726)
Stul (1793)

Sandl (1810)
BsrBI (1818)
I BbsI (1996)
Acc651 (2011)

(h) Bglobin p(A)
SV40 p(A)

Swal (2728) Bsu36l (2158)
SspI  (2714) Scal (2189)
EcoRI (2475) Nhel (2241)

Mfel (2390)
Hpal (2379)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
SphI  (560)
Kasl (535) Agel (552) SandI (598)
501 CTGAGATCACCGGTCAGCATGCTGCCCCTGCTGCTGCTGCCCCTGCTGTGGGGGGG
- 1I*»M L P L L L L P L L WGG

Sdal (603)
601 GTCCCTGCAGGAGAAGCCAGTGTACGAGCTGCAAGTGCAGAAGTCGGTGACGGTGCAGGAGGGCCTGTGCGTCCTTGTGCCCTGCTCCTTCTCTTACCCC
13 S L Q E K P VY EL QVQKSVTVAQESGLTCVLVZPTCST FSYS@®P
701 TGGAGATCCTGGTATTCCTCTCCCCCACTCTACGTCTACTGGTTCCGGGACGGGGAGATCCCATACTACGCTGAGGTTGTGGCCACAAACAACCCAGACA
47m W R S WY S S PP LY VYWTF RIDSGETI PYYAEVVATNNTPD
801 GAAGAGTGAAGCCAGAGACCCAGGGCCGATTCCGCCTCCTTGGGGATGTCCAGAAGAAGAACTGCTCCCTGAGCATCGGAGATGCCAGAATGGAGGACAC
80FR R V K P E T Q GR F R LLGDVQKIKNT CSULSI1 GDARMETDT
901 GGGAAGCTATTTCTTCCGCGTGGAGAGAGGAAGGGATGTAAAATATAGCTACCAACAGAATAAGCTGAACTTGGAGGTGACAGCCCTGATAGAGAAACCC
113* G S Y F F R VE R G R DV K Y SY QQNJIKULNLTEVTATL'I EKUP
BamHI (1063)
1001 GACATCCACTTTCTGGAGCCTCTGGAGTCCGGCCGCCCCACAAGGCTGAGCTGCAGCCTTCCAGGATCCTGTGAAGCGGGACCACCTCTCACATTCTCCT
147 D | H F L E P L E S GR P TRULSCSULU®PGS ST CEAGT®P®PTLTTF S
BsrBI (1140) Necol (1179)
1101 GGACGGGGAATGCCCTCAGCCCCCTGGACCCCGAGACCACCCGCTCCTCGGAGCTCACCCTCACCCCCAGGCCCGAGGACCATGGCACCAACCTCACCTG
180W T G N A L S P L DPETTW RSSELTLTW®PRUPEUDUHSGTNTLTTC
BstEII (1224)
1201 TCAGATGAAACGCCAAGGAGCTCAGGTGACCACGGAGAGAACTGTCCAGCTCAATGTCTCCTATGCTCCACAGACCATCACCATCTTCAGGAACGGCATA
213 Q M K R Q G A QV T TEWRTWVAQLNVSYAPAOQTI TI F R NG I
1301 GCCCTAGAGATCCTGCAAAACACCTCATACCTTCCGGTCCTGGAGGGCCAGGCTCTGCGGCTGCTCTGTGATGCTCCCAGCAACCCCCCTGCACACCTGA
247 A L E I L Q NT S Y L P VL EGQQAL RLTILTCDAZPSNUPUPAWHIL
1401 GCTGGTTCCAGGGCTCCCCTGCCCTGAACGCCACCCCCATCTCCAATACCGGGATCTTGGAGCTTCGTCGAGTAAGGTCTGCAGAAGAAGGAGGCTTCAC
280k S W F Q G S P AL NA TW®PI SNTSGI L ELIRI RVZ RSATETESGSGTFT
Bsp1201 (1575)
1501 CTGCCGCGCTCAGCACCCGCTGGGCTTCCTGCAAATTTTTCTGAATCTCTCAGTTTACTCCCTCCCACAGTTGCTGGGCCCCTCCTGCTCCTGGGAGGCT
313 C R A QHP L GFLQI FLNLSVY SLU®PAQLULGPSTCSWTENA
NgoMIV (1635)
1601 GAGGGTCTGCACTGCAGATGCTCCTTTCGAGCCCGGCCGGCCCCCTCCCTGTGCTGGCGGCTTGAGGAGAAGCCGCTGGAGGGGAACAGCAGCCAGGGCT
347 E G L H C R C S F RARUPAPSILT CWRILTETEIZKUPLTETGNSSAQSG

Bsp1201 (1726) Stul (1793)
1701 CATTCAAGGTCAACTCCAGCTCAGCTGGGCCCTGGGCCAACAGCTCCCTGATCCTCCACGGGGGGCTCAGCTCCGACCTCAAAGTCAGCTGCAAGGCCTG
380PS F K V N S S S A GP WANJSS LI LHGG GTLSSDILZKVSCTKA W

BsrBI (1818)
SandI (1810)
1801 GAACATCTATGGGTCCCAGAGCGGCTCTGTCCTGCTGCTGCAAGGGAGATCGAACCTCGGGACAGGAGTGGTTCCTGCAGCCCTTGGTGGTGCTGGTGTC
413* N I Y G S Q S G S VLLLQGRS SNLTGTGVVPAALTGTGAGV
BbsI (1996)
1901 ATGGCCCTGCTCTGTATCTGTCTGTGCCTCATCTTCTTTTTAATAGTGAAAGCCCGCAGGAAGCAAGCAGCTGGGAGACCAGAGAAAATGGATGATGAAG
447 M A L L C I C L C L I F F LI VKARI RIKTI OQAAGTR RTZ PTETKMTDTDE
Acc65I (2011)
2001 ACCCCATTATGGGTACCATCACCTCGGGTTCCAGGAAGAAGCCCTGGCCAGACAGCGCCGGAGATCAAGCATCTCCTCCTGGGGATGCCCCTCCCTTGGA
480D P I M G T I T S G S R K K P WP DSAGODGI QASZPZPGDATZPTZPILE
Bsu36l (2158) Scal (2189)
2101 AGAACAAAAGGAGCTCCATTATGCCTCCCTTAGTTTTTCTGAGATGAAGTCGAGGGAGCCTAAGGACCAGGAGGCCCCAAGCACCACGGAGTACTCGGAG
513 E Q K E L HY A S L STFSEMTI KT ST RETPIKTDTI QQEATPSTTTETY SE
Nhel (2241)
2201 ATCAAGACAAGCAAGTGAGGATTTGCCCAGAGTTCAGTCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAAT
547F | K T S K e

Hpal (2379) Mfel (2390)
2301 GCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATT

EcoRI (2475)
2401 CATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAA
- -

2501 ACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCA




2601 GCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACAT

SspI (2714) Swal (2728)
2701 TCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCAT

2801 AATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTAC
4494 ¢ N R T Y
2901 TTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGC
1354k L P | L E E I T T K VL KGNMTE I L VF CDZPAYDS S LETRSTC
BstXI (3018)
3001 ACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCT
1024 M G C P S V V R I S R DV EDJSYPHRVAV I TDFUDZIKI QGNS
Stul (3153)
3101 CACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTG
699 V. A S G | A Il A EACVTVZRGI YATEI HVASI I EGTHZKTHR
BbsI (3299)
Xmnl (3295)
3201 ATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGG
354 A A G V HHKNDTEYLMTI KETAVEUVLTETLUDGI GQQS I NTFT
Asel (3361)
3301 TCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTA
24 K M - -t
3401 TCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGG

Spel (3516)
3501 AAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTG
e

SnaBI (3644)
3601 ATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAAT

Ndel (3749)
3701 GCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTC

3801 CACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGC

Sdal (3927) Pacl (3935) BspLU11I (3945)
3901 GGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT
e

4001 GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG

4101 TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC

ApaLl (4259)
4201 ATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

4301 CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT

4401 GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG

4501 TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA

Pacl (4675) Swal (4684)  Notl (4694)
4601 TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGC

4700 CGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACA
4800 AACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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