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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindlIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Mlul (558) BspLU111I (566)

501 CTGAGATCACCGGCACGCGTCAACATGTTCGCTCTGGGCTTGCCCTTCTTGGTGCT

- iI*M F A LG L P F LV L

Bsp1201 (637) Tth111I (688)

601 CTTGGTGGCCTCGGTCGAGAGCCATCTGGGGGTTCTGGGGCCCAAGAACGTCTCGCAGAAAGACGCCGAGTTTGAGCGCACCTACGTGGACGAGGTCAAC
11 L V A SV E S HLGV LGPI KNV SQIKDA ATETFTEIRTYVDEVN
701 AGCGAGCTGGTCAACATCTACACCTTCAACCATACTGTGACCCGCAACAGGACAGAGGGCGTGCGTGTGTCTGTGAACGTCCTGAACAAGCAGAAGGGGG
45 S E L VN I Y T FNHTVTIRNI RTEG GV RV SVNVLNIKIQZKG
801 CGCCGTTGCTGTTTGTGGTCCGCCAGAAGGAGGCTGTGGTGTCCTTCCAGGTGCCCCTAATCCTGCGAGGGATGTTTCAGCGCAAGTACCTCTACCAAAA
78%A P L L FVV RQKEAVV S FQVU®PLILURGMT FAOQRIK Y L YAQK
901 AGTGGAACGAACCCTGTGTCAGCCCCCCACCAAGAATGAGTCGGAGATTCAGTTCTTCTACGTGGATGTGTCCACCCTGTCACCAGTCAACACCACATAC
1112 v E R T L C Q P P T K N E S E I Q F F YVDV STLSUPVNTTY

Scal (1082)

1001 CAGCTCCGGGTCAGCCGCATGGACGATTTTGTGCTCAGGACTGGGGAGCAGTTCAGCTTCAATACCACAGCAGCACAGCCCCAGTACTTCAAGTATGAGT

145 Q L RV S R M DD FV L RTSG EQF S FNTTAAQU®PIOQY F K Y E
Stul (1145)

1101 TCCCTGAAGGCGTGGACTCGGTAATTGTCAAGGTGACCTCCAACAAGGCCTTCCCCTGCTCAGTCATCTCCATTCAGGATGTGCTGTGTCCTGTCTATGA
178 F P E G VD SV I VXV T SNIKATFU®PCSV I S 1 Q DV LCUPV YD
1201 CCTGGACAACAACGTAGCCTTCATCGGCATGTACCAGACGATGACCAAGAAGGCGGCCATCACCGTACAGCGCAAAGACTTCCCCAGCAACAGCTTTTAT
211 L D NNV A F I GM YQ TMTIKIKAA | TV QRIKIDFP SN S F Y

Agel (1374)

1301 GTGGTGGTGGTGGTGAAGACCGAAGACCAAGCCTGCGGGGGCTCCCTGCCTTTCTACCCCTTCGCAGAAGATGAACCGGTCGATCAAGGGCACCGCCAGA
245 V. V V V V K T EDQACGG S L P F Y PFATEDTEUPVDAQGHRNAQ
1401 AAACCCTGTCAGTGCTGGTGTCTCAAGCAGTCACGTCTGAGGCATACGTCAGTGGGATGCTCTTTTGCCTGGGTATATTTCTCTCCTTTTACCTGCTGAC
278K T L S VvV LV S QAV T SEAYV SGMLFCULG I FL S FY L LT
Xhol (1589)

1501 CGTCCTCCTGGCCTGCTGGGAGAACTGGAGGCAGAAGAAGAAGACCCTGCTGGTGGCCATTGACCGAGCCTGCCCAGAAAGCGGTCACCCTCGAGTCCTG
311 V. L L ACW ENWRQIK KK TLLVA IDI RACU®PTESSGHPRV L

Eco47I1I (1690)

1601 GCTGATTCTTTTCCTGGCAGTTCCCCTTATGAGGGTTACAACTATGGCTCCTTTGAGAATGTTTCTGGATCTACCGATGGTCTGGTTGACAGCGCTGGCA
345 AD S F PG S SPY EGYNYGSFENVSGSTDGLVD SAG

Xeml (1769)

1701 CTGGGGACCTCTCTTACGGTTACCAGGGCCGCTCCTTTGAACCTGTAGGTACTCGGCCCCGAGTGGACTCCATGAGCTCTGTGGAGGAGGATGACTACGA

378*T G D L S Y G Y Q G R S F EPV GTIRUPIRVD SM S SV EETDTD YD
Clal (1813)

1801 CACATTGACCGACATCGATTCCGACAAGAATGTCATTCGCACCAAGCAATACCTCTATGTGGCTGACCTGGCACGGAAGGACAAGCGTGTTCTGCGGAAA

4117 T L T D I D S D K NV I RTK QY LYV ADLARIKIUDI KRV L RK
Pvull (1963)

1901 AAGTACCAGATCTACTTCTGGAACATTGCCACCATTGCTGTCTTCTATGCCCTTCCTGTGGTGCAGCTGGTGATCACCTACCAGACGGTGGTGAATGTCA
445 K Y Q I Y FW N I AT I AV F YA L PV VQULV I 'TYQTVVNYV
2001 CAGGGAATCAGGACATCTGCTACTACAACTTCCTCTGCGCCCACCCACTGGGCAATCTCAGCGCCTTCAACAACATCCTCAGCAACCTGGGGTACATCCT
478*T G N Q D I C Y YN F LCAHUPLGNIL SATFNN I L SNULGY I L

Fspl (2162)

Bsp120I (2153) BamHI (2192)

2101 GCTGGGGCTGCTTTTCCTGCTCATCATCCTGCAACGGGAGATCAACCACAACCGGGCCCTGCTGCGCAATGACCTCTGTGCCCTGGAATGTGGGATCCCC
511 L G L L F L L I 1 L Q R E I NHNW RALIULU RNDI LT CAWLTET CSG I P

Necol (2222)

2201 AAACACTTTGGGCTTTTCTACGCCATGGGCACAGCCCTGATGATGGAGGGGCTGCTCAGTGCTTGCTATCATGTGTGCCCCAACTATACCAATTTCCAGT

545 K H F G L F YA MG TALMMTESGTULILSACYHVYVYCZPNYTNTFAQ

BsrGI (2315) SphI (2336)
2301 TTGACACATCGTTCATGTACATGATCGCCGGACTCTGCATGCTGAAGCTCTACCAGAAGCGGCACCCGGACATCAACGCCAGCGCCTACAGTGCCTACGC
578F D T S FM YM I A G LCMULIKTULYQK RHUPD INASAYSAYA

2401 CTGCCTGGCCATTGTCATCTTCTTCTCTGTGCTGGGCGTGGTCTTTGGCAAAGGGAACACGGCGTTCTGGATCGTCTTCTCCATCATTCACATCATCGCC
611 C L A IV I F F SV LGVYVY FGK GNTATFW I VF S I I H I 1 A



BbrPI (2575)
2501 ACCCTGCTCCTCAGCACGCAGCTCTATTACATGGGCCGGTGGAAACTGGACTCGGGGATCTTCCGCCGCATCCTCCACGTGCTCTACACAGACTGCATCC
645 T L L L S T Q L Y YMG RWI K LD SG I FRR I LHVLYTHDTC I
2601 GGCAGTGCAGCGGGCCGCTCTACGTGGACCGCATGGTGCTGCTGGTCATGGGCAACGTCATCAACTGGTCGCTGGCTGCCTATGGGCTTATCATGCGCCC
678* R Q C S G P L YV DI RMV L LVMGNV INWSLAAYSGTL I MR RF@P

BspEI (2780)
BspHI (2771)
2701 CAATGATTTCGCTTCCTACTTGTTGGCCATTGGCATCTGCAACCTGCTCCTTTACTTCGCCTTCTACATCATCATGAAGCTCCGGAGTGGGGAGAGGATC
711 N D FA SYLLA1G I CNULULIULYT FATFY I I'MKLRSGER I
BstAPI (2819) Sapl (2853) PstI (2897)

2801 AAGCTCATCCCCCTGCTCTGCATCGTTTGCACCTCCGTGGTCTGGGGCTTCGCGCTCTTCTTCTTCTTCCAGGGACTCAGCACCTGGCAGAAAACCCCTG
745 K L I P L L C I VCTSVVWSGTFALTFTFTFTFQGL STWAOQKTP
2901 CAGAGTCGAGGGAGCACAACCGGGACTGCATCCTCCTCGACTTCTTTGACGACCACGACATCTGGCACTTCCTCTCCTCCATCGCCATGTTCGGGTCCTT
778%A E S R EH N RDTC I L LD F FDUDUHUD IWHT FULSS I AMTFSG S F

Nhel (3077)
3001 CCTGGTGTTGCTGACACTGGATGACGACCTGGATACTGTGCAGCGGGACAAGATCTATGTCTTCTAGCAGGAGCTGGGCTAGCTGGCCAGACATGATAAG
811 L Vv L LT LDUDUDLDTV QRDIK | YV F e _—
3101 ATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATA

Hpal (3215) Mfel (3226)
3201 AGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACA

EcoRI (3311)
3301 AATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCA
—_— -

Sapl (3493)
3401 TCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTC

Sspl (3550) Swal (3564)
3501 ATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTT

3601 TTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGC

3701 AAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAA
4444 ¢ N R T Y K L P I L E E I T T KV LKGNME I LV F
BstXI (3854)

3801 AGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGAC

144 C D P A YD S | L E RCMGCUP SV VR 1TSRDVTEDTSTYPHTRYV

Stul (3989)

3901 AGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATG

844 AV | T D FDKOQGNSVASG I A I1TATEACVTVU RG I YATE I

4001 TGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCT

474H V A S I | EG T K TR I AAGV HHIKNDTETYTLMT I KETAVE
XmnlI (4131) Asel (4197)

4101 CCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATT
144 V L E LD QQ S I N F T K M=--

4201 AATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCAT
]

Spel (4352)
4301 TTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGA
-

SnaBI (4480)
4401 AATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAG

Ndel (4585)
4501 TAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTG

4601 ATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGAC

Pacl (4771)

PstI (4764)

Sdal (4763) BspLUI1I (4781)
4701 GTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCA
-

4801 GCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGG

4901 TGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGT




5001

5101

5201

5301

5401

5501

5601

ApallI (5095)
CCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCA

CGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACT

GGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCT

GCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCA

GCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTG

Eagl (5531)
Pacl (5511) Swal (5520) NotI (5530)
GTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAAC

ATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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