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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCACCATGGTCCTGACGCTGCTTCTCTCCGCCTAC

AAGCTGTGTCGCTTCTTCGCCATGTCGGGCCCACGGCCGGGCGCCGAGCGGCTGGCGGTGCCTGGGCCAGATGGGGGCGGTGGCACGGGCCCATGGTGGG

CTGCGGGTGGCCGCGGGCCCCGCGAAGTGTCGCCGGGGGCAGGCACCGAGGTGCAGGACGCCCTGGAGCGCGCGCTGCCGGAGCTGCAGCAGGCCTTGTC

CGCGCTGAAGCAGGCGGGCGGCGCGCGGGCCGTGGGCGCCGGCCTGGCCGAGGTCTTCCAACTGGTGGAGGAGGCCTGGCTGCTGCCGGCCGTGGGCCGC

GAGGTAGCCCAGGGTCTGTGCGACGCCATCCGCCTCGATGGCGGCCTCGACCTGCTGTTGCGGCTGCTGCAGGCGCCGGAGTTGGAGACGCGTGTGCAGG

CCGCGCGCCTGCTGGAGCAGATCCTGGTGGCTGAGAACCGAGACCGCGTGGCGCGCATTGGGCTGGGCGTGATCCTGAACCTGGCGAAGGAACGCGAACC

CGTAGAGCTGGCGCGGAGCGTGGCAGGCATCTTGGAGCACATGTTCAAGCATTCGGAGGAGACATGCCAGAGGCTGGTGGCGGCCGGCGGCCTGGACGCG

GTGCTGTATTGGTGCCGCCGCACGGACCCCGCGCTGCTGCGCCACTGCGCGCTGGCGCTGGGCAACTGCGCGCTGCACGGGGGCCAGGCGGTGCAGCGAC

GCATGGTAGAGAAGCGCGCAGCCGAGTGGCTCTTCCCGCTCGCCTTCTCCAAGGAGGACGAGCTGCTTCGGCTGCACGCCTGCCTCGCAGTAGCGGTGTT

GGCGACTAACAAGGAGGTGGAGCGCGAGGTGGAGCGCTCGGGCACGCTGGCGCTCGTGGAGCCGCTTGTGGCCTCGCTGGACCCTGGCCGCTTCGCCCGC

TGTCTGGTGGACGCCAGCGACACAAGCCAGGGCCGCGGGCCCGACGACCTGCAGCGCCTCGTGCCGTTGCTCGACTCTAACCGCTTGGAGGCGCAGTGCA

TCGGGGCTTTCTACCTCTGCGCCGAGGCTGCCATCAAGAGCCTGCAAGGCAAGACCAAGGTGTTCAGCGACATCGGCGCCATCCAGAGCCTGAAACGCCT

GGTTTCCTACTCTACCAATGGCACTAAGTCGGCGCTGGCCAAGCGCGCGCTGCGCCTGCTGGGCGAGGAGGTGCCACGGCCCATCCTGCCCTCCGTGCCC

AGCTGGAAGGAGGCCGAGGTTCAGACGTGGCTGCAGCAGATCGGTTTCTCCAAGTACTGCGAGAGCTTCCGGGAGCAGCAGGTGGATGGCGACCTGCTTC

TGCGGCTCACGGAGGAGGAACTCCAGACCGACCTGGGCATGAAATCGGGCATCACCCGCAAGAGGTTCTTTAGGGAGCTCACGGAGCTCAAGACCTTCGC

CAACTATTCTACGTGCGACCGCAGCAACCTGGCGGACTGGCTGGGCAGCCTGGACCCGCGCTTCCGCCAGTACACCTACGGCCTGGTCAGCTGCGGCCTG

GACCGCTCCCTGCTGCACCGCGTGTCTGAGCAGCAGCTGCTGGAAGACTGCGGCATCCACCTGGGCGTGCACCGCGCCCGCATCCTCACGGCGGCCAGAG

AAATGCTACACTCCCCGCTGCCCTGTACTGGTGGCAAACCCAGTGGGGACACTCCAGATGTCTTCATCAGCTACCGCCGGAACTCAGGTTCCCAGCTGGC

CAGTCTCCTGAAGGTGCACCTGCAGCTGCATGGCTTCAGTGTCTTCATTGATGTGGAGAAGCTGGAAGCAGGCAAGTTCGAGGACAAACTCATCCAGAGT

GTCATGGGTGCCCGCAACTTTGTGTTGGTGCTATCACCTGGAGCACTGGACAAGTGCATGCAAGACCATGACTGCAAGGATTGGGTGCATAAGGAGATTG

TGACTGCTTTAAGCTGCGGCAAGAACATTGTGCCCATCATTGATGGCTTCGAGTGGCCTGAGCCCCAGGTCCTGCCTGAGGACATGCAGGCTGTGCTTAC

 M   V   L   T   L   L   L   S   A   Y  

 K   L   C   R   F   F   A   M   S   G   P   R   P   G   A   E   R   L   A   V   P   G   P   D   G   G   G   G   T   G   P   W   W   

A   A   G   G   R   G   P   R   E   V   S   P   G   A   G   T   E   V   Q   D   A   L   E   R   A   L   P   E   L   Q   Q   A   L   S

  A   L   K   Q   A   G   G   A   R   A   V   G   A   G   L   A   E   V   F   Q   L   V   E   E   A   W   L   L   P   A   V   G   R  

 E   V   A   Q   G   L   C   D   A   I   R   L   D   G   G   L   D   L   L   L   R   L   L   Q   A   P   E   L   E   T   R   V   Q   

A   A   R   L   L   E   Q   I   L   V   A   E   N   R   D   R   V   A   R   I   G   L   G   V   I   L   N   L   A   K   E   R   E   P

  V   E   L   A   R   S   V   A   G   I   L   E   H   M   F   K   H   S   E   E   T   C   Q   R   L   V   A   A   G   G   L   D   A  

 V   L   Y   W   C   R   R   T   D   P   A   L   L   R   H   C   A   L   A   L   G   N   C   A   L   H   G   G   Q   A   V   Q   R   

R   M   V   E   K   R   A   A   E   W   L   F   P   L   A   F   S   K   E   D   E   L   L   R   L   H   A   C   L   A   V   A   V   L

  A   T   N   K   E   V   E   R   E   V   E   R   S   G   T   L   A   L   V   E   P   L   V   A   S   L   D   P   G   R   F   A   R  

 C   L   V   D   A   S   D   T   S   Q   G   R   G   P   D   D   L   Q   R   L   V   P   L   L   D   S   N   R   L   E   A   Q   C   

I   G   A   F   Y   L   C   A   E   A   A   I   K   S   L   Q   G   K   T   K   V   F   S   D   I   G   A   I   Q   S   L   K   R   L

  V   S   Y   S   T   N   G   T   K   S   A   L   A   K   R   A   L   R   L   L   G   E   E   V   P   R   P   I   L   P   S   V   P  

 S   W   K   E   A   E   V   Q   T   W   L   Q   Q   I   G   F   S   K   Y   C   E   S   F   R   E   Q   Q   V   D   G   D   L   L   

L   R   L   T   E   E   E   L   Q   T   D   L   G   M   K   S   G   I   T   R   K   R   F   F   R   E   L   T   E   L   K   T   F   A

  N   Y   S   T   C   D   R   S   N   L   A   D   W   L   G   S   L   D   P   R   F   R   Q   Y   T   Y   G   L   V   S   C   G   L  

 D   R   S   L   L   H   R   V   S   E   Q   Q   L   L   E   D   C   G   I   H   L   G   V   H   R   A   R   I   L   T   A   A   R   

E   M   L   H   S   P   L   P   C   T   G   G   K   P   S   G   D   T   P   D   V   F   I   S   Y   R   R   N   S   G   S   Q   L   A

  S   L   L   K   V   H   L   Q   L   H   G   F   S   V   F   I   D   V   E   K   L   E   A   G   K   F   E   D   K   L   I   Q   S  

 V   M   G   A   R   N   F   V   L   V   L   S   P   G   A   L   D   K   C   M   Q   D   H   D   C   K   D   W   V   H   K   E   I   

V   T   A   L   S   C   G   K   N   I   V   P   I   I   D   G   F   E   W   P   E   P   Q   V   L   P   E   D   M   Q   A   V   L   T

  F   N   G   I   K   W   S   H   E   Y   Q   E   A   T   I   E   K   I   I   R   F   L   Q   G   R   S   S   R   D   S   S   A   G  

 S   D   T   S   L   E   G   A   A   P   M   G   P   T   •  
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TTTCAACGGTATCAAGTGGTCCCACGAATACCAGGAGGCCACCATTGAGAAGATCATCCGCTTCCTGCAGGGCCGCTCCTCCCGGGACTCATCTGCAGGC

TCTGACACCAGTTTGGAGGGTGCTGCACCCATGGGTCCAACCTAACCAGTCCCCAGTTCCCCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGT

TTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACA

AGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAA

TTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGC

CAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTT

TAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAAT

CCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTT

CTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCA

TAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGT

CAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGAT

GATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGA

TCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAG

CGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGG

CGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTC

AAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCAT

AAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGT

GGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGG

GTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGA

ACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGAC

AGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCT

TCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTC

AGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAG

CAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAG

CCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCA

GAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTA

ATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATC
AAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   

Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D

  F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I  

 I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   

D   Q   Q   S   I   N   F   T   K   M  

 M   V   L   T   L   L   L   S   A   Y  

 K   L   C   R   F   F   A   M   S   G   P   R   P   G   A   E   R   L   A   V   P   G   P   D   G   G   G   G   T   G   P   W   W   

A   A   G   G   R   G   P   R   E   V   S   P   G   A   G   T   E   V   Q   D   A   L   E   R   A   L   P   E   L   Q   Q   A   L   S

  A   L   K   Q   A   G   G   A   R   A   V   G   A   G   L   A   E   V   F   Q   L   V   E   E   A   W   L   L   P   A   V   G   R  

 E   V   A   Q   G   L   C   D   A   I   R   L   D   G   G   L   D   L   L   L   R   L   L   Q   A   P   E   L   E   T   R   V   Q   

A   A   R   L   L   E   Q   I   L   V   A   E   N   R   D   R   V   A   R   I   G   L   G   V   I   L   N   L   A   K   E   R   E   P

  V   E   L   A   R   S   V   A   G   I   L   E   H   M   F   K   H   S   E   E   T   C   Q   R   L   V   A   A   G   G   L   D   A  

 V   L   Y   W   C   R   R   T   D   P   A   L   L   R   H   C   A   L   A   L   G   N   C   A   L   H   G   G   Q   A   V   Q   R   

R   M   V   E   K   R   A   A   E   W   L   F   P   L   A   F   S   K   E   D   E   L   L   R   L   H   A   C   L   A   V   A   V   L

  A   T   N   K   E   V   E   R   E   V   E   R   S   G   T   L   A   L   V   E   P   L   V   A   S   L   D   P   G   R   F   A   R  

 C   L   V   D   A   S   D   T   S   Q   G   R   G   P   D   D   L   Q   R   L   V   P   L   L   D   S   N   R   L   E   A   Q   C   

I   G   A   F   Y   L   C   A   E   A   A   I   K   S   L   Q   G   K   T   K   V   F   S   D   I   G   A   I   Q   S   L   K   R   L

  V   S   Y   S   T   N   G   T   K   S   A   L   A   K   R   A   L   R   L   L   G   E   E   V   P   R   P   I   L   P   S   V   P  

 S   W   K   E   A   E   V   Q   T   W   L   Q   Q   I   G   F   S   K   Y   C   E   S   F   R   E   Q   Q   V   D   G   D   L   L   

L   R   L   T   E   E   E   L   Q   T   D   L   G   M   K   S   G   I   T   R   K   R   F   F   R   E   L   T   E   L   K   T   F   A

  N   Y   S   T   C   D   R   S   N   L   A   D   W   L   G   S   L   D   P   R   F   R   Q   Y   T   Y   G   L   V   S   C   G   L  

 D   R   S   L   L   H   R   V   S   E   Q   Q   L   L   E   D   C   G   I   H   L   G   V   H   R   A   R   I   L   T   A   A   R   

E   M   L   H   S   P   L   P   C   T   G   G   K   P   S   G   D   T   P   D   V   F   I   S   Y   R   R   N   S   G   S   Q   L   A

  S   L   L   K   V   H   L   Q   L   H   G   F   S   V   F   I   D   V   E   K   L   E   A   G   K   F   E   D   K   L   I   Q   S  

 V   M   G   A   R   N   F   V   L   V   L   S   P   G   A   L   D   K   C   M   Q   D   H   D   C   K   D   W   V   H   K   E   I   

V   T   A   L   S   C   G   K   N   I   V   P   I   I   D   G   F   E   W   P   E   P   Q   V   L   P   E   D   M   Q   A   V   L   T

  F   N   G   I   K   W   S   H   E   Y   Q   E   A   T   I   E   K   I   I   R   F   L   Q   G   R   S   S   R   D   S   S   A   G  
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