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C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAACATGTCGAGGCGCAAGCAGGCGAAACCCCAGCACATCAA

. 1P M S R R K Q A K P Q H I N

Sacll (674)
KasI (669)

601 CTCGGAGGAGGACCAGGGCGAGCAGCAGCCGCAGCAGCAGACCCCGGAGTTTGCAGATGCGGCCCCAGCGGCGCCCGCGGCGGGGGAGCTGGGTGCTCCA
13 S E E DQGE QQPQQQTZ®PETFADAAPAAPAAGTETILGAT®P
PshAI (771)
701 GTGAACCACCCAGGGAATGACGAGGTGGCGAGTGAGGATGAAGCCACAGTAAAGCGGCTTCGTCGGGAGGAGACGCACGTCTGTGAGAAATGCTGTGCGG
47 V N H P GNDTEVASEUDTEATVI KU RILIR RR RETETHVT CETZKTCTCA
BspHI (866)
801 AGTTCTTCAGCATCTCTGAGTTCCTGGAACATAAGAAAAATTGCACTAAAAATCCACCTGTCCTCATCATGAATGACAGCGAGGGGCCTGTGCCTTCAGA
80E F F S I S E F L EHKKNZ CTIKNP®PUVLI MNUDSTETGT®PVP SE
BspEI (907)
901 AGACTTCTCCGGAGCTGTACTGAGCCACCAGCCCACCAGTCCCGGCAGTAAGGACTGTCACAGGGAGAATGGCGGCAGCTCAGAGGACATGAAGGAGAAG
113 D F S G A VL S HQUPTSUPGSKWDT CHIRENSGS GSSEUDMEKE K
Xeml (1076) Mscl (1088)
1001 CCGGATGCGGAGTCTGTGGTGTACCTAAAGACAGAGACAGCCCTGCCACCCACCCCCCAGGACATAAGCTATTTAGCCAAAGGCAAAGTGGCCAACACTA
147 P D A E S V VY L K TETALUPUPT®PQD I SYLAIKGIZKVANT
BstAPI (1159)
1101 ACGTGACCTTGCAGGCACTACGGGGCACCAAGGTGGCGGTGAATCAGCGGAGCGCGGATGCACTCCCTGCCCCCGTGCCTGGTGCCAACAGCATCCCGTG
1890kN V T L Q AL R GTIKVAVNI QRS SADALU®PAPVZPGANSI1T P W
Xhol (1204) BsaBI (1263)
1201 GGTCCTCGAGCAGATCTTGTGTCTGCAGCAGCAGCAGCTACAGCAGATCCAGCTCACCGAGCAGATCCGCATCCAGGTGAACATGTGGGCCTCCCACGCC
213 Vv L E Q I L CLQQQQLQQ!I QL TEQI R I QVNMWASHA
1301 CTCCACTCAAGCGGGGCAGGGGCCGACACTCTGAAGACCTTGGGCAGCCACATGTCTCAGCAGGTTTCTGCAGCTGTGGCTTTGCTCAGCCAGAAAGCTG
247 L H S S G A GA DT L K TULGSHMSQOQVSAAVALIL S QKA
1401 GAAGCCAAGGTCTGTCTCTGGATGCCTTGAAACAAGCCAAGCTACCTCACGCCAACATCCCTTCTGCCACCAGCTCCCTGTCCCCAGGGCTGGCACCCTT

280G S Q G L S L DAL K QAU KTULUPHANIUPSATSSLSUPGLATPTF
Xmal (1575)
Xmal (1520) Ecod7III (1555) Bsu36l (1567)

1501 CACTCTGAAGCCGGATGGGACCCGGGTGCTCCCGAACGTCATGTCCCGCCTCCCGAGCGCTTTGCTTCCTCAGGCCCCGGGCTCGGTGCTCTTCCAGAGC

313 T L K P D GTRVLPNVMSIRLUPSALTLUZPOQAPGSUVLTF QS
Sacll (1661)

1601 CCTTTCTCCACTGTGGCACTAGACACATCCAAGAAAGGGAAGGGGAAGCCACCGAACATCTCCGCGGTGGATGTCAAACCCAAAGACGAGGCGGCCCTCT

347 P F S T VA L DTS KK GKGIK®PPNI SAVDVKUZPIKUDTEAAIL
Scal (1715) BsrBI (1764)

1701 ACAAGCACAAGTGTAAGTACTGTAGCAAGGTTTTTGGGACTGATAGCTCCTTGCAGATCCACCTCCGCTCCCACACTGGAGAGAGACCCTTCGTGTGCTC

380y K H K C K'Y CS KV F GTDJSSULAQI!I HLRSHTGETRUPTFVCS

ApaLl (1840)
1801 TGTCTGTGGTCATCGCTTCACCACCAAGGGCAACCTCAAGG$GCACTTTCACCGACATCCCCAGGTGAAGGCAAACCCCCAGCTGTTTGCCGAGTTCCAG
413 V C G HR F T TIKGNULJIKVUHTFUHRIUHPI QVIKANTPI QLTFATETFAQ
NgoMIV (1912)
Eagl (1910)
1901 GACAAAGTGGCGGCCGGCAATGGCATCCCCTATGCACTCTCTGTACCTGACCCCATAGATGAACCGAGTCTTTCTTTAGACAGCAAACCTGTCCTTGTAA
447 D K V A A G N G | P YA L SV PDZPI DEZPSTLSTLUDST KT PVL YV
BstEII (2074)
2001 CCACCTCTGTAGGGCTACCTCAGAATCTTTCTTCGGGGACTAATCCCAAGGACCTCACGGGTGGCTCCTTGCCCGGTGACCTGCAGCCTGGGCCTTCTCC
48T T S V G L P Q N L S S GTNUPIKODLTG GG GSLUPGDULG QPG GZPSTP
2101 AGAAAGTGAGGGTGGACCCACACTCCCTGGGGTGGGACCAAACTATAATTCCCCAAGGGCTGGTGGCTTCCAAGGGAGTGGGACCCCTGAGCCAGGGTCA
513 E S E G G P TLPGVGPNYNSZPRAGGTFAOQGSTGTU®PETPSGS
2201 GAGACCCTGAAATTGCAGCAGTTGGTGGAGAACATTGACAAGGCCACCACTGATCCCAACGAATGTCTCATTTGCCACCGAGTCTTAAGCTGTCAGAGCT
547 E T L K L Q QL VENIDIEKATTUDSZPNETCLTICHRVLSTCAOQS
Nsil (2308) BStEII (2380)
2301 CCCTCAAGATGCATTATCGCACCCACACCGGGGAGAGACCGTTCCAGTGTAAGATCTGTGGCCGAGCCTTTTCTACCAAAGGTAACCTGAAGACACACCT
58S L K M H Y R T H T G E R P F QC K I CGRATFSTIKSGNTILIKTHL
2401 TGGGGTTCACCGAACCAACACATCCATTAAGACGCAGCATTCGTGCCCCATCTGCCAGAAGAAGTTCACTAATGCCGTGATGCTGCAGCAACATATTCGG
613 G V H R T N T S 1 K T QH S CP 1l COQKJIKTFTNAVMLIOQAOQHTIR
SgrAl (2595)
2501 ATGCACATGGGCGGTCAGATTCCCAACACGCCCCTGCCAGAGAATCCCTGTGACTTTACGGGTTCTGAGCCAATGACCGTGGGTGAGAACGGCAGCACCG
647" M H M G G Q I P NTPLUPENPTCDTFTGSETZPMTVGENSGS ST



Clal (2632)
2601 GCGCTATCTGCCATGATGATGTCATCGAAAGCATCGATGTAGAGGAAGTCAGCTCCCAGGAGGCTCCCAGCAGCTCCTCCAAGGTCCCCACGCCTCTTCC

680G A I C H DDV I ES I DVEEVSSQEAPSSSSIKV?PTU®PLFP
2701 CAGCATCCACTCGGCATCACCCACGCTAGGGTTTGCCATGATGGCTTCCTTAGATGCCCCAGGGAAAGTGGGTCCTGCCCCTTTTAACCTGCAGCGCCAG
713 S I H S A SPTLGTFAMMASTLUDAPGIKVGPAPTFNLIOQRNAQ

EcoRV (2893)

2801 GGCAGCAGAGAAAACGGTTCCGTGGAGAGCGATGGCTTGACCAACGACTCATCCTCGCTGATGGGAGACCAGGAGTATCAGAGCCGAAGCCCAGATATCC

747* G S R E NG S VE S DG LTNUDSSSLMGDTU QETYOQST RSP DI

2901 TGGAAACCACATCCTTCCAGGCACTCTCCCCGGCCAATAGTCAAGCCGAAAGCATCAAGTCAAAGTCTCCCGATGCTGGGAGCAAAGCAGAGAGCTCCGA

780L E T T S F Q AL SPANSU QATETSTI KZSI KSZPUDAGSTI KA ATES S E
PshAI (3063)

3001 GAACAGCCGCACTGAGATGGAAGGTCGGAGCAGTCTCCCTTCCACGTTTATCCGAGCCCCGCCGACCTATGTCAAGGTTGAAGTTCCTGGCACATTTGTG

813 N S R T EM E GR S S L P STFI RAPZPTYVKVEVZPGTTFV
Dralll (3179)
Tth111I (3108) Dralll (3177)

3101 GGACCCTCGACATTGTCCCCAGGGATGACCCCTTTGTTAGCAGCCCAGCCACGCCGACAGGCCAAGCAACATGGCTGCACACGGTGTGGGAAGAACTTCT
847 G P S T L S P GM TP LLAAG QP RRIQQAIKTI QHTGT CTH RTECGTZKNTF
Ecod7III (3208)
Nhel (3205) BsrBI (3226)
3201 CCTCTGCTAGCGCTCTTCAGATCCACGAGCGGACTCACACTGGAGAGAAGCCTTTTGTGTGCAACATTTGTGGGCGAGCTTTTACCACCAAAGGCAACTT
880*S S A S A L QI HEIRTHTGETZKT®PTFVCNICGRATFTTIKTSGNL
Mscl (3359) Neol (3374)
3301 AAAGGTTCACTACATGACACACGGGGCGAACAATAACTCAGCCCGCCGTGGAAGGAAGTTGGCCATCGAGAACACCATGGCTCTGTTAGGTACGGACGGA
913 K V H Y M T H G A N N N S A RRGRIKULAI ENTMATLTLGTTDG
Xeml (3422) Sphl (3482)
3401 AAAAGAGTCTCAGAAATCTTTCCCAAGGAAATCCTGGCCCCTTCAGTGAATGTGGACCCTGTTGTGTGGAACCAGTACACCAGCATGCTCAATGGCGGTC
947 K R V.S E I F P K E I LA PSVNVDZPVVWNA QYTSMLNGG
3501 TGGCCGTGAAGACCAATGAGATCTCTGTGATCCAGAGTGGGGGGGTTCCTACCCTCCCGGTTTCCTTGGGGGCCACCTCCGTTGTGAATAACGCCACTGT
980FL A V K T N E I S V1 Q S GGV ZPTLZPVSLGATSVVNNATV
3601 CTCCAAGATGGATGGCTCCCAGTCGGGTATCAGTGCAGATGTGGAAAAACCAAGTGCTACTGACGGCGTTCCCAAACACCAGTTTCCTCACTTCCTGGAA
1013* S K M D G S Q S G I S A DV EJIKZPSATDGV®PIKUHAOQFUZPHTFLE
Nhel (3756)
EcoRI (3750)
3701 GAAAACAAGATTGCGGTCAGCTAAGGGAGAACTTGCGTGGAAGGAGCAATGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACC
1047 E N K | A V S e
3801 ACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

Hpal (3919) Mfel (3930)
3901 TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

EcoRI (4015)
4001 TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA
_— -

4101 GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

Sspl  (4254) Swal (4268)
4201 CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

4301 TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

4401 CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC
414 ¢« N R T Y K L P I L E E I T T K V L K G N M E | L
4501 ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC
1154v F C D P A Y DS I L ERCMSGT C®PSVVRI SRDVET DS SYPHHR
Stul (4693)
4601 TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC
824 VvV A VvV | T D F DK QGNSVASGI AI AEACVTVRGI Y ATE
4701 AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG
4949 | H V A S 1 | EGT K TR I AAGVHHIKNDTEYILMTI KETA
4801 ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT
154v E VL E L D Q QS I NFTIKWM
Asel (4901)
4901 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC
e

Spel (5056)
5001 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC
-

SnaBI (5184)
5100 TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTG

Ndel (5289)
5200 CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

5300 ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA




5400

5498

5598

5698

5798

5898

5998

6098

6198

6298
6398

Sdal (5467)Pacl (5475)
TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAA
-

AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

ApaLl (5799)
GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

Eagl (6235)
Pacl (6215) Swal (6224) NotI (6234)
GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
AA
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