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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Ncol (566)
Kasl (535) BspEl (558)
501 CTGAGATCACCGGCTCCGGACACCATGGCTGCAACGGTGGAGGGGCCAGAGCTGGA
- 1* M A A T V E G P E L E

Xmal (697)
601 GGCAGCTGCTGCCGCAGGAGATGCTTCAGAGGATTCGGACGCAGGGTCCAGGGCGCTGCCTTTCCTGGGCGGCAACCGGCTGAGCTTGGACCTGTACCCC
11 A A A A A GDAJSETDSDAGS ST RALT PTFTLSGG GNRTLTSTLUDTLYF@®P
EcoRI (760)
701 GGGGGCTGCCAGCAGCTGCTGCACCTGTGTGTCCAGCAGCCTCTTCAGCTGCTGCAGGTGGAATTCTTGCGTCTGAGCACTCACGAGGACCCTCAGCTGC
45 G G C Q Q L L HLCVQOQPLIOQLTULA QQVETFTULR RTLTSTHETDTPAU QL
SFil (804) Dralll (881)
801 TGGAGGCCACCCTGGCCCAGCTGCCTCAGAGCCTGTCCTGCCTCCGCTCCCTGGTCCTCAAAGGAGGGCAACGCCGGGACACACTGGGTGCCTGTCTCCG
78#L E A T L A QL PQSLSCLU RS SLVLIKS GG QRI RDTTLGATCTLTR
SFil (939) NgoMIV (987)
901 GGGTGCCCTGACCAACCTGCCCGCTGGTCTGAGTGGCCTGGCCCATCTGGCCCACCTGGACCTGAGCTTCAACAGCCTGGAGACACTGCCGGCCTGTGTC
111 6 A L T N L P A GL S GLAUHLAUHLU DTLT ST FNSTILTETTLZPATCV
1001 CTGCAGATGCGAGGTCTGGGTGCGCTCTTGCTGTCTCACAACTGCCTCTCTGAGCTGCCTGAGGCTCTGGGGGCCCTCCCCGCCCTCACCTTCCTCACAG
145 L Q M R G L G A LLLSHNTCLSETVLZ PEALTGALZPALTT FTULT
1101 TGACACACAACCGCCTGCAGACGCTGCCCCCAGCACTGGGGGCCCTATCCACCCTGCAGCGCCTCGATCTCTCTCAGAATCTGCTGGACACGCTACCTCC
178V T H N R L Q T L PPALGALSTLI QQRTLUDTLSI QNTLTLTUDTTLT®PT®P
PshAI (1280)
1201 TGAGATTGGAGGCCTGGGCAGCCTCCTGGAGCTCAACCTGGCCTCCAACCGGCTGCAGAGCCTCCCAGCCTCTCTGGCGGGACTTCGGTCCTTGCGGCTC
211 E | 6 G L 6 S L L ELNLASNRTLI OSTLZPASTLAGTLT RSTLT RIL
1301 CTTGTCCTGCACAGCAACCTCCTGGCCTCTGTGCCAGCTGACTTGGCCCGCCTTCCACTCCTCACCCGGCTCGACCTGAGGGACAACCAGCTCCGGGACC
245 L V L H S NL LA SVPADLARTLTPTLTLTR RLIDTLTE RTDNA QLT RTD
Sdal (1434)
1401 TGCCCCCTGAGCTGCTAGACGCCCCCTTTGTGCGCCTGCAGGGGAACCCCCTGGGTGAGGCCTCGCCAGACGCCCCGAGTTCACCAGTGGCAGCCCTCAT
278¢L P P E L L DA PF VRLQGNTPLGEASTPDATPSSUPVAATLI
Xhol (1556)
1501 TCCAGAAATGCCCAGACTGTTCCTGACCTCAGATTTGGACAGCTTTCCTGTGACCCCTCGAGGCTGCTCAGTGACCCTGGCCTGTGGCGTCCGCCTGCAG
311 P EM P R L F L T SDLDJ ST FU&PVTPRGC CSVTLATCGVT RTLAOQ
BspHI (1683)
1601 TTCCCAGCGGGAGCCACCGCCACCCCCATCACCATCCGCTATCGGCTGCTGCTGCCGGAGCCAGGCCTCGTCCCCCTGGGTCCTCATGACGCCCTGCTCA
34sk F P A G A T A TP I T I RYRLULULZPETZ PG GLVPLGTPHUDAILL
Neol (1722)
1701 GCCATGTGCTGGAGCTGCAGCCCCATGGGGTGGCCTTCCAGCAGGATGTGGGGCTGTGGCTGCTCTTCACCCCACCGCAGGCCCGGCGCTGCCGTGAAGT
378#S H V L E L Q P H G VA F QQDV GLWLILTFTPZPI QAR RT RTECR REV
BstEII (1831)
1801 GGTGGTCAGGACCCGGAATGACAACAGCTGGGGTGACCTGGAGACCTACCTGGAGGAAGAGGCACCCCAGCGGCTCTGGGCTCACTGCCAGGTGCCCCAC
4117 Vv V R T R N D N S W G D L E T Y L E E E AP QR LWAUHTCI QV P H
1901 TTCTCCTGGTTCCTTGTGGTTTCCCGCCCTGTGTCCAATGCCTGCCTGGTGCCACCGGAGGGGACACTGCTGTGCTCCTCGGGTCATCCTGGGGTCAAAG
445 F S W F L VV S R PV SNATC CLVPZPESGTTLTLT CSSGHTPGVK
Fspl (2054)
2001 TCATCTTCCCCCCTGGGGCCACTGAGGAGCCTCGTCGAGTCTCCATGCAGGTGGTGCGCATGGCTGGCCGAGAGCTGCAGGCCCTCCTGGGAGAACCAGA
478V | F P P G A T E E P R RV SMQV VU RMAGR RTETLG QATLTLTGTEPE
BstEII (2160)
Agel (2157)
2101 GGCTGCAGTGAGCCCCCTGCTGTGCCTGTCACAGAGCGGTCCCCCCAGCTTCCTCCAACCGGTCACCGTGCAGCTGCCTCTGCCCTCTGGCATCACAGGC
511 A AV S P L L CL SQSGPUPSTFLOQPVTITVQLPLZPSGI TG
2201 CTCAGTCTGGACCGCTCCCGCCTGCACCTGTTGTACTGGGCCCCTCCTGCAGCCACCTGGGATGACATCACAGCTCAGGTGGTCCTGGAGCTCACCCACC
545 L S L D R S R L HL LY WAU PPAATWDT DI TAOQVVLETLTH
2301 TGTACGCACGCTTCCAGGTCACACACTTCTCCTGGTACTGGCTCTGGTACACCACCAAGAACTGTGTGGGAGGCCTGGCTCGGAAGGCCTGGGAGCGGCT
578 L Y A R F Q VT H F S WY WLWYTTJIKNTZ CVGGLA AR RIKAMWTER'L
SandI (2441)

Dralll (2407) Kasl (2435)
2401 GCGGCTGCACCGTGTGAACCTCATCGCTCTGCAGCGGCGCCGGGACCCTGAGCAGGTCCTGCTGCAGTGCCTGCCCCGAAACAAGGTGGACGCCACCCTT
611 R L H R V N L I A L QR RRDZPEWO QVLILWOQTCLU®PR RNIKVDATL

Acc651  (2516)
2501 CGGCGGCTGCTGGAGCGGTACCGGGGCCCCGAGCCCTCTGACACGGTGGAGATGTTCGAGGGCGAAGAGTTCTTTGCGGCCTTCGAGCGCGGCATTGACG
645 R R L L E R Y R G P E P SDTVEMTETETGTETETFTEFEFAATFTETRTGI D



BbsI (2644) Bst11071  (2677)
2601 TGGATGCTGACCGCCCTGACTGTGTGGAGGGCAGAATCTGCTTTGTCTTCTACTCGCACCTGAAGAATGTGAAGGAGGTATACGTGACCACCACTCTGGA
678V D A D R P D C V E G R I CF V F Y SHLZKNVEKTEVYVTTTTLD
2701 CCGGGAGGCTCAGGCTGTGCGGGGCCAGGTGTCCTTCTACCGTGGCGCGGTGCCTGTGCGGGTGCCCGAGGAGGCTGAGGCTGCCCGGCAGAGGAAGGGC

711 R E A QA VR GQVSFYRGAVZPVRVZPETEATEAARTU QRTEKSGE
2801 GCAGACGCCCTGTGGATGGCCACTCTGCCCATCAAGCTGCCGAGACTTCGAGGGTCCGAGGGGCCACGGCGGGGGGCTGGCCTCTCCTTGGCACCCTTGA

745 A D AL WMA TLP I KLPRLZRGSETGPRI RGAGLSTLATFPIL
2901 ATCTGGGAGATGCCGAGACCGGCTTTCTGACGCAGAGCAACCTGCTGAGTGTGGCTGGGCGTCTGGGTCTGGACTGGCCAGCCGTGGCCCTGCACCTGGG
778N L G D A E T G F L T QS NLLSVAGRTLTGLUDWPAVATLTUHTLG
3001 GGTGTCCTACCGGGAGGTGCAGCGCATCCGGCACGAGTTCCGGGATGATCTGGATGAGCAGATCCGTCACATGCTCTTCTCCTGGGCTGAGCGCCAGGCT

811 VS Y R E V QR I R HETFRDDTLTUDET QI RHMLTFSWATETRI QA

BssHII (3174) Eagl (3192)
3101 GGGCAGCCAGGGGCTGTGGGGCTCCTGGTGCAGGCCCTGGAGCAGAGTGACCGGCAGGACGTGGCTGAAGAGGTGCGCGCAGTCTTGGAGCTCGGCCGCC
8458 G Q P G AV G L L V QA LEI QSD R QDVATETEVRAVTLTETLGHR
Avrll (3296)
3201 GCAAGTACCAGGACAGCATCCGACGCATGGGCTTGGCCCCCAAGGACCCCGCTCTGCCTGGCTCCTCGGCTCCACAGCCCCCAGAGCCTGCCCAGGCCTA
878¥R K Y Q D S I R R M G L AP KDZPALUZPGSSAPI QPTPETPAI QA -
Nhel (3330)
3301 GGCCCCACAGACTTTTAGGCTGGCCCAGATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAA
911k

Hpal (3468) Mfel (3479)
3401 AATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

EcoRI (3564)
3501 TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTC
e

3601 CAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTC

3701 TTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAG

SspI  (3803) Swal (3817)
3801 TAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCA

3901 GTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGAT
+494 ¢ N R T Y K L P |
4001 GAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAG
1324 L E E I T T K VL K GNMTE I L VFCDZPAYUDS I LET RT CMGSC
4101 GGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACC
984P S V V R I S R D VE D S Y P HR VAV I TDFUDJZKTI QGNSVASG
4201 CAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCC
654 1| A Il A EA CV TVRGI YATETIHVASI I EGTI KTR RI AASG
Bbsl (4388)
XmnI (4384)
4301 GACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTG
34 V H H K NDE Y LMTI I KETAVEUVTLTETLDI QQS I NTF T K M-—
Asel  (4450)
4401 GCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTC
-

4501 ACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTT

Spel (4605)
4601 GATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCA
-

SnaBI (4733)
4701 AAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGC

Ndel (4838)
4801 CATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGAC

4901 GTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTAC

Sdal (5016) Pacl (5024)  BspLUI1I (5034)
5001 CGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC
-

5101 ATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGG

5201 AAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC

ApaLl (5348)
5301 TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATC

5401 GTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTT

5501 CTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT




5601

5701

5801
5901

TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCT

Eagl (5784)
Pacl (5764) Swal (5773)  NotI (5783)
TTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATA

TCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAAT
AGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



