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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGGGACTTCCCATCCGGCGTTCCTGGTCTTAGGCTG

TCTTCTCACAGGGCTGAGCCTAATCCTCTGCCAGCTTTCATTACCCTCTATCCTTCCAAATGAAAATGAAAAGGTTGTGCAGCTGAATTCATCCTTTTCT

CTGAGATGCTTTGGGGAGAGTGAAGTGAGCTGGCAGTACCCCATGTCTGAAGAAGAGAGCTCCGATGTGGAAATCAGAAATGAAGAAAACAACAGCGGCC

TTTTTGTGACGGTCTTGGAAGTGAGCAGTGCCTCGGCGGCCCACACAGGGTTGTACACTTGCTATTACAACCACACTCAGACAGAAGAGAATGAGCTTGA

AGGCAGGCACATTTACATCTATGTGCCAGACCCAGATGTAGCCTTTGTACCTCTAGGAATGACGGATTATTTAGTCATCGTGGAGGATGATGATTCTGCC

ATTATACCTTGTCGCACAACTGATCCCGAGACTCCTGTAACCTTACACAACAGTGAGGGGGTGGTACCTGCCTCCTACGACAGCAGACAGGGCTTTAATG

GGACCTTCACTGTAGGGCCCTATATCTGTGAGGCCACCGTCAAAGGAAAGAAGTTCCAGACCATCCCATTTAATGTTTATGCTTTAAAAGCAACATCAGA

GCTGGATCTAGAAATGGAAGCTCTTAAAACCGTGTATAAGTCAGGGGAAACGATTGTGGTCACCTGTGCTGTTTTTAACAATGAGGTGGTTGACCTTCAA

TGGACTTACCCTGGAGAAGTGAAAGGCAAAGGCATCACAATGCTGGAAGAAATCAAAGTCCCATCCATCAAATTGGTGTACACTTTGACGGTCCCCGAGG

CCACGGTGAAAGACAGTGGAGATTACGAATGTGCTGCCCGCCAGGCTACCAGGGAGGTCAAAGAAATGAAGAAAGTCACTATTTCTGTCCATGAGAAAGG

TTTCATTGAAATCAAACCCACCTTCAGCCAGTTGGAAGCTGTCAACCTGCATGAAGTCAAACATTTTGTTGTAGAGGTGCGGGCCTACCCACCTCCCAGG

ATATCCTGGCTGAAAAACAATCTGACTCTGATTGAAAATCTCACTGAGATCACCACTGATGTGGAAAAGATTCAGGAAATAAGGTATCGAAGCAAATTAA

AGCTGATCCGTGCTAAGGAAGAAGACAGTGGCCATTATACTATTGTAGCTCAAAATGAAGATGCTGTGAAGAGCTATACTTTTGAACTGTTAACTCAAGT

TCCTTCATCCATTCTGGACTTGGTCGATGATCACCATGGCTCAACTGGGGGACAGACGGTGAGGTGCACAGCTGAAGGCACGCCGCTTCCTGATATTGAG

TGGATGATATGCAAAGATATTAAGAAATGTAATAATGAAACTTCCTGGACTATTTTGGCCAACAATGTCTCAAACATCATCACGGAGATCCACTCCCGAG

ACAGGAGTACCGTGGAGGGCCGTGTGACTTTCGCCAAAGTGGAGGAGACCATCGCCGTGCGATGCCTGGCTAAGAATCTCCTTGGAGCTGAGAACCGAGA

GCTGAAGCTGGTGGCTCCCACCCTGCGTTCTGAACTCACGGTGGCTGCTGCAGTCCTGGTGCTGTTGGTGATTGTGATCATCTCACTTATTGTCCTGGTT

GTCATTTGGAAACAGAAACCGAGGTATGAAATTCGCTGGAGGGTCATTGAATCAATCAGCCCGGATGGACATGAATATATTTATGTGGACCCGATGCAGC

TGCCTTATGACTCAAGATGGGAGTTTCCAAGAGATGGACTAGTGCTTGGTCGGGTCTTGGGGTCTGGAGCGTTTGGGAAGGTGGTTGAAGGAACAGCCTA

TGGATTAAGCCGGTCCCAACCTGTCATGAAAGTTGCAGTGAAGATGCTAAAACCCACGGCCAGATCCAGTGAAAAACAAGCTCTCATGTCTGAACTGAAG

 M   G   T   S   H   P   A   F   L   V   L   G   C

  L   L   T   G   L   S   L   I   L   C   Q   L   S   L   P   S   I   L   P   N   E   N   E   K   V   V   Q   L   N   S   S   F   S  

 L   R   C   F   G   E   S   E   V   S   W   Q   Y   P   M   S   E   E   E   S   S   D   V   E   I   R   N   E   E   N   N   S   G   

L   F   V   T   V   L   E   V   S   S   A   S   A   A   H   T   G   L   Y   T   C   Y   Y   N   H   T   Q   T   E   E   N   E   L   E

  G   R   H   I   Y   I   Y   V   P   D   P   D   V   A   F   V   P   L   G   M   T   D   Y   L   V   I   V   E   D   D   D   S   A  

 I   I   P   C   R   T   T   D   P   E   T   P   V   T   L   H   N   S   E   G   V   V   P   A   S   Y   D   S   R   Q   G   F   N   

G   T   F   T   V   G   P   Y   I   C   E   A   T   V   K   G   K   K   F   Q   T   I   P   F   N   V   Y   A   L   K   A   T   S   E

  L   D   L   E   M   E   A   L   K   T   V   Y   K   S   G   E   T   I   V   V   T   C   A   V   F   N   N   E   V   V   D   L   Q  

 W   T   Y   P   G   E   V   K   G   K   G   I   T   M   L   E   E   I   K   V   P   S   I   K   L   V   Y   T   L   T   V   P   E   

A   T   V   K   D   S   G   D   Y   E   C   A   A   R   Q   A   T   R   E   V   K   E   M   K   K   V   T   I   S   V   H   E   K   G

  F   I   E   I   K   P   T   F   S   Q   L   E   A   V   N   L   H   E   V   K   H   F   V   V   E   V   R   A   Y   P   P   P   R  

 I   S   W   L   K   N   N   L   T   L   I   E   N   L   T   E   I   T   T   D   V   E   K   I   Q   E   I   R   Y   R   S   K   L   

K   L   I   R   A   K   E   E   D   S   G   H   Y   T   I   V   A   Q   N   E   D   A   V   K   S   Y   T   F   E   L   L   T   Q   V

  P   S   S   I   L   D   L   V   D   D   H   H   G   S   T   G   G   Q   T   V   R   C   T   A   E   G   T   P   L   P   D   I   E  

 W   M   I   C   K   D   I   K   K   C   N   N   E   T   S   W   T   I   L   A   N   N   V   S   N   I   I   T   E   I   H   S   R   

D   R   S   T   V   E   G   R   V   T   F   A   K   V   E   E   T   I   A   V   R   C   L   A   K   N   L   L   G   A   E   N   R   E

  L   K   L   V   A   P   T   L   R   S   E   L   T   V   A   A   A   V   L   V   L   L   V   I   V   I   I   S   L   I   V   L   V  

 V   I   W   K   Q   K   P   R   Y   E   I   R   W   R   V   I   E   S   I   S   P   D   G   H   E   Y   I   Y   V   D   P   M   Q   

L   P   Y   D   S   R   W   E   F   P   R   D   G   L   V   L   G   R   V   L   G   S   G   A   F   G   K   V   V   E   G   T   A   Y

  G   L   S   R   S   Q   P   V   M   K   V   A   V   K   M   L   K   P   T   A   R   S   S   E   K   Q   A   L   M   S   E   L   K  

 I   M   T   H   L   G   P   H   L   N   I   V   N   L   L   G   A   C   T   K   S   G   P   I   Y   I   I   T   E   Y   C   F   Y   

G   D   L   V   N   Y   L   H   K   N   R   D   S   F   L   S   H   H   P   E   K   P   K   K   E   L   D   I   F   G   L   N   P   A

  D   E   S   T   R   S   Y   V   I   L   S   F   E   N   N   G   D   Y   M   D   M   K   Q   A   D   T   T   Q   Y   V   P   M   L  

 E   R   K   E   V   S   K   Y   S   D   I   Q   R   S   L   Y   D   R   P   A   S   Y   K   K   K   S   M   L   D   S   E   V   K   

N   L   L   S   D   D   N   S   E   G   L   T   L   L   D   L   L   S   F   T   Y   Q   V   A   R   G   M   E   F   L   A   S   K   N

  C   V   H   R   D   L   A   A   R   N   V   L   L   A   Q   G   K   I   V   K   I   C   D   F   G   L   A   R   D   I   M   H   D  

 S   N   Y   V   S   K   G   S   T   F   L   P   V   K   W   M   A   P   E   S   I   F   D   N   L   Y   T   T   L   S   D   V   W   

S   Y   G   I   L   L   W   E   I   F   S   L   G   G   T   P   Y   P   G   M   M   V   D   S   T   F   Y   N   K   I   K   S   G   Y

  R   M   A   K   P   D   H   A   T   S   E   V   Y   E   I   M   V   K   C   W   N   S   E   P   E   K   R   P   S   F   Y   H   L  

 S   E   I   V   E   N   L   L   P   G   Q   Y   K   K   S   Y   E   K   I   H   L   D   F   L   K   S   D   H   P   A   V   A   R   

M   R   V   D   S   D   N   A   Y   I   G   V   T   Y   K   N   E   E   D   K   L   K   D   W   E   G   G   L   D   E   Q   R   L   S

  A   D   S   G   Y   I   I   P   L   P   D   I   D   P   V   P   E   E   E   D   L   G   K   R   N   R   H   S   S   Q   T   S   E  

 E   S   A   I   E   T   G   S   S   S   S   T   F   I   K   R   E   D   E   T   I   E   D   I   D   M   M   D   D   I   G   I   D   
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ATAATGACTCACCTGGGGCCACATTTGAACATTGTAAACTTGCTGGGAGCCTGCACCAAGTCAGGCCCCATTTACATCATCACAGAGTATTGCTTCTATG

GAGATTTGGTCAACTATTTGCATAAGAATAGGGATAGCTTCCTGAGCCACCACCCAGAGAAGCCAAAGAAAGAGCTGGATATCTTTGGATTGAACCCTGC

TGATGAAAGCACACGGAGCTATGTTATTTTATCTTTTGAAAACAATGGTGACTACATGGACATGAAGCAGGCTGATACTACACAGTATGTCCCCATGCTA

GAAAGGAAAGAGGTTTCTAAATATTCCGACATCCAGAGATCACTCTATGATCGTCCAGCCTCATATAAGAAGAAATCTATGTTAGACTCAGAAGTCAAAA

ACCTCCTTTCAGATGATAACTCAGAAGGCCTTACTTTATTGGATTTGTTGAGCTTCACCTATCAAGTTGCCCGAGGAATGGAGTTTTTGGCTTCAAAAAA

TTGTGTCCACCGTGATCTGGCTGCTCGCAACGTCCTCCTGGCACAAGGAAAAATTGTGAAGATCTGTGACTTTGGCCTGGCCAGAGACATCATGCATGAT

TCGAACTATGTGTCGAAAGGCAGTACCTTTCTGCCCGTGAAGTGGATGGCTCCTGAGAGCATCTTTGACAACCTCTACACCACACTGAGTGATGTCTGGT

CTTATGGCATTCTGCTCTGGGAGATCTTTTCCCTTGGTGGCACCCCTTACCCCGGCATGATGGTGGATTCTACTTTCTACAATAAGATCAAGAGTGGGTA

CCGGATGGCCAAGCCTGACCACGCTACCAGTGAAGTCTACGAGATCATGGTGAAATGCTGGAACAGTGAGCCGGAGAAGAGACCCTCCTTTTACCACCTG

AGTGAGATTGTGGAGAATCTGCTGCCTGGACAATATAAAAAGAGTTATGAAAAAATTCACCTGGACTTCCTGAAGAGTGACCATCCTGCTGTGGCACGCA

TGCGTGTGGACTCAGACAATGCATACATTGGTGTCACCTACAAAAACGAGGAAGACAAGCTGAAGGACTGGGAGGGTGGTCTGGATGAGCAGAGACTGAG

CGCTGACAGTGGCTACATCATTCCTCTGCCTGACATTGACCCTGTCCCTGAGGAGGAGGACCTGGGCAAGAGGAACAGACACAGCTCGCAGACCTCTGAA

GAGAGTGCCATTGAGACGGGTTCCAGCAGTTCCACCTTCATCAAGAGAGAGGACGAGACCATTGAAGACATCGACATGATGGACGACATCGGCATAGACT

CTTCAGACCTGGTGGAAGACAGCTTCCTGTAACTGGCGGATTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGA

ATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCA

TTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCA

AAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTG

CAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCAC

ATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTC

ATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGT

ACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCT

GCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTG

CTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCC

TGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAA

 •   N   R   T   Y

  K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R  

 C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   

S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R

  I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F  

 T   K   M  

 M   G   T   S   H   P   A   F   L   V   L   G   C

  L   L   T   G   L   S   L   I   L   C   Q   L   S   L   P   S   I   L   P   N   E   N   E   K   V   V   Q   L   N   S   S   F   S  

 L   R   C   F   G   E   S   E   V   S   W   Q   Y   P   M   S   E   E   E   S   S   D   V   E   I   R   N   E   E   N   N   S   G   

L   F   V   T   V   L   E   V   S   S   A   S   A   A   H   T   G   L   Y   T   C   Y   Y   N   H   T   Q   T   E   E   N   E   L   E

  G   R   H   I   Y   I   Y   V   P   D   P   D   V   A   F   V   P   L   G   M   T   D   Y   L   V   I   V   E   D   D   D   S   A  

 I   I   P   C   R   T   T   D   P   E   T   P   V   T   L   H   N   S   E   G   V   V   P   A   S   Y   D   S   R   Q   G   F   N   

G   T   F   T   V   G   P   Y   I   C   E   A   T   V   K   G   K   K   F   Q   T   I   P   F   N   V   Y   A   L   K   A   T   S   E

  L   D   L   E   M   E   A   L   K   T   V   Y   K   S   G   E   T   I   V   V   T   C   A   V   F   N   N   E   V   V   D   L   Q  

 W   T   Y   P   G   E   V   K   G   K   G   I   T   M   L   E   E   I   K   V   P   S   I   K   L   V   Y   T   L   T   V   P   E   

A   T   V   K   D   S   G   D   Y   E   C   A   A   R   Q   A   T   R   E   V   K   E   M   K   K   V   T   I   S   V   H   E   K   G

  F   I   E   I   K   P   T   F   S   Q   L   E   A   V   N   L   H   E   V   K   H   F   V   V   E   V   R   A   Y   P   P   P   R  

 I   S   W   L   K   N   N   L   T   L   I   E   N   L   T   E   I   T   T   D   V   E   K   I   Q   E   I   R   Y   R   S   K   L   

K   L   I   R   A   K   E   E   D   S   G   H   Y   T   I   V   A   Q   N   E   D   A   V   K   S   Y   T   F   E   L   L   T   Q   V
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  G   L   S   R   S   Q   P   V   M   K   V   A   V   K   M   L   K   P   T   A   R   S   S   E   K   Q   A   L   M   S   E   L   K  

 I   M   T   H   L   G   P   H   L   N   I   V   N   L   L   G   A   C   T   K   S   G   P   I   Y   I   I   T   E   Y   C   F   Y   

G   D   L   V   N   Y   L   H   K   N   R   D   S   F   L   S   H   H   P   E   K   P   K   K   E   L   D   I   F   G   L   N   P   A
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 S   N   Y   V   S   K   G   S   T   F   L   P   V   K   W   M   A   P   E   S   I   F   D   N   L   Y   T   T   L   S   D   V   W   
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  A   D   S   G   Y   I   I   P   L   P   D   I   D   P   V   P   E   E   E   D   L   G   K   R   N   R   H   S   S   Q   T   S   E  
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EcoRV (2677)
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StuI (2925)

NsiI (3091) BstBI (3099)

DraIII (3182)

Acc65I (3296)

SphI (3497)

NsiI (3518) Eco47III (3598)

Tth111I (3637)
Bsu36I (3646)

NheI (3843)

HpaI (3981) MfeI (3992)

EcoRI (4077)

SapI (4259)

SspI (4316) SwaI (4330)

StuI (4755)

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

141

136

103

69

36

613

647

680

713

747

780

813

847

880

913

947

980

1013

1047

1080



GGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT

TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTT

GGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCAT

TGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATA

ATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATAC

TCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAG

GCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTG

CTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGG

CGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTC

TCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTA

TCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCG

GTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAG

AGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAA

GATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGG

CCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAAC
AAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •   N   R   T   Y

  K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R  

 C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   

S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R

  I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F  

 T   K   M  

BspHI (4905) AseI (4963)

SpeI (5118)

SnaBI (5246)

NdeI (5351)

SdaI (5529)
PstI (5530)

PacI (5537)

BspLU11I (5547)

ApaLI (5861)

PacI (6277) SwaI (6286) NotI (6296)
EagI (6297)

4901

5001

5101

5201

5301

5401

5501

5601

5701

5801

5901

6001

6101

6201

6301
6401

36
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