
125

pUNO1-hNRP1
(5960 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

hNeuropilin-1 (VEGF165R)

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

AgeI (552)
NcoI (568)

BsrBI (585)
EagI (622)

XmaI (675)
Acc65I (679)

BspEI (749)

DraIII (955)

DraIII (1027)

HindIII (1139)

BsaBI (1279)
NcoI (1300)

PstI (1474)
Eco47III (1480)

SspI (1624)

Bst1107I (1830)

BstEII (1961)

BspHI (2101)

BstXI (2440)
NdeI (2503)

BbrPI (2571)
SandI (2609)

BspLU11I (2749)
SandI (2757)BstEII (2847)

AseI (2967)
ScaI (3321)

NheI (3342)
HpaI (3480)
MfeI (3491)

EcoRI (3576)

SapI (3758)
SspI (3815)

SwaI (3829)

SacI (4090)
BstXI (4119)

StuI (4254)

XmnI (4396)

AseI (4462)
SacI (4519)

SpeI (4617)

SnaBI (4745)

NdeI (4850)

SdaI (5028)
PstI (5029)
PacI (5036)

BspLU11I (5046)

ApaLI (5360)

PacI (5776)
SwaI (5785)

NotI (5795)
EagI (5796)

15C12v35



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCACCATGGAGAGGGGGCTGCCGCTCCTCTGCGCC

GTGCTCGCCCTCGTCCTCGCCCCGGCCGGCGCTTTTCGCAACGATAAATGTGGCGATACTATAAAAATTGAAAGCCCCGGGTACCTTACATCTCCTGGTT

ATCCTCATTCTTATCACCCAAGTGAAAAATGCGAATGGCTGATTCAGGCTCCGGACCCATACCAGAGAATTATGATCAACTTCAACCCTCACTTCGATTT

GGAGGACAGAGACTGCAAGTATGACTACGTGGAAGTCTTCGATGGAGAAAATGAAAATGGACATTTTAGGGGAAAGTTCTGTGGAAAGATAGCCCCTCCT

CCTGTTGTGTCTTCAGGGCCATTTCTTTTTATCAAATTTGTCTCTGACTACGAAACACATGGTGCAGGATTTTCCATACGTTATGAAATTTTCAAGAGAG

GTCCTGAATGTTCCCAGAACTACACAACACCTAGTGGAGTGATAAAGTCCCCCGGATTCCCTGAAAAATATCCCAACAGCCTTGAATGCACTTATATTGT

CTTTGCGCCAAAGATGTCAGAGATTATCCTGGAATTTGAAAGCTTTGACCTGGAGCCTGACTCAAATCCTCCAGGGGGGATGTTCTGTCGCTACGACCGG

CTAGAAATCTGGGATGGATTCCCTGATGTTGGCCCTCACATTGGGCGTTACTGTGGACAGAAAACACCAGGTCGAATCCGATCCTCATCGGGCATTCTCT

CCATGGTTTTTTACACCGACAGCGCGATAGCAAAAGAAGGTTTCTCAGCAAACTACAGTGTCTTGCAGAGCAGTGTCTCAGAAGATTTCAAATGTATGGA

AGCTCTGGGCATGGAATCAGGAGAAATTCATTCTGACCAGATCACAGCTTCTTCCCAGTATAGCACCAACTGGTCTGCAGAGCGCTCCCGCCTGAACTAC

CCTGAGAATGGGTGGACTCCCGGAGAGGATTCCTACCGAGAGTGGATACAGGTAGACTTGGGCCTTCTGCGCTTTGTCACGGCTGTCGGGACACAGGGCG

CCATTTCAAAAGAAACCAAGAAGAAATATTATGTCAAGACTTACAAGATCGACGTTAGCTCCAACGGGGAAGACTGGATCACCATAAAAGAAGGAAACAA

ACCTGTTCTCTTTCAGGGAAACACCAACCCCACAGATGTTGTGGTTGCAGTATTCCCCAAACCACTGATAACTCGATTTGTCCGAATCAAGCCTGCAACT

TGGGAAACTGGCATATCTATGAGATTTGAAGTATACGGTTGCAAGATAACAGATTATCCTTGCTCTGGAATGTTGGGTATGGTGTCTGGACTTATTTCTG

ACTCCCAGATCACATCATCCAACCAAGGGGACAGAAACTGGATGCCTGAAAACATCCGCCTGGTAACCAGTCGCTCTGGCTGGGCACTTCCACCCGCACC

TCATTCCTACATCAATGAGTGGCTCCAAATAGACCTGGGGGAGGAGAAGATCGTGAGGGGCATCATCATTCAGGGTGGGAAGCACCGAGAGAACAAGGTG

TTCATGAGGAAGTTCAAGATCGGGTACAGCAACAACGGCTCGGACTGGAAGATGATCATGGATGACAGCAAACGCAAGGCGAAGTCTTTTGAGGGCAACA

ACAACTATGATACACCTGAGCTGCGGACTTTTCCAGCTCTCTCCACGCGATTCATCAGGATCTACCCCGAGAGAGCCACTCATGGCGGACTGGGGCTCAG

AATGGAGCTGCTGGGCTGTGAAGTGGAAGCCCCTACAGCTGGACCGACCACTCCCAACGGGAACTTGGTGGATGAATGTGATGACGACCAGGCCAACTGC

CACAGTGGAACAGGTGATGACTTCCAGCTCACAGGTGGCACCACTGTGCTGGCCACAGAAAAGCCCACGGTCATAGACAGCACCATACAATCAGAGTTTC

CAACATATGGTTTTAACTGTGAATTTGGCTGGGGCTCTCACAAGACCTTCTGCCACTGGGAACATGACAATCACGTGCAGCTCAAGTGGAGTGTGTTGAC

CAGCAAGACGGGACCCATTCAGGATCACACAGGAGATGGCAACTTCATCTATTCCCAAGCTGACGAAAATCAGAAGGGCAAAGTGGCTCGCCTGGTGAGC

 M  E   R   G  L   P   L   L   C   A  

 V  L   A   L   V  L   A   P   A   G  A   F   R   N  D  K  C  G  D  T   I   K  I   E   S   P   G  Y   L   T   S   P   G  

Y   P   H  S   Y   H  P   S   E   K  C  E   W  L   I   Q  A   P   D  P   Y   Q  R   I   M  I   N  F   N  P   H  F   D  L

  E   D  R   D  C  K  Y   D  Y   V  E   V  F   D  G  E   N  E   N  G  H  F   R   G  K  F   C   G  K  I   A   P   P  

 P   V  V  S   S   G  P   F   L   F   I   K  F   V  S   D  Y   E   T   H  G  A   G  F   S   I   R   Y   E   I   F   K  R   

G  P   E   C   S   Q  N  Y   T   T   P   S   G  V  I   K  S   P   G  F   P   E   K  Y   P   N  S   L   E   C   T   Y   I   V

  F   A   P   K  M  S   E   I   I   L   E   F   E   S   F   D  L   E   P   D  S   N  P   P   G  G  M  F   C   R   Y   D  R  

 L   E   I   W  D  G  F   P   D   V  G  P   H  I   G  R   Y   C   G  Q  K  T   P   G  R   I   R   S   S   S   G  I   L   

S   M  V  F   Y   T   D  S   A   I   A   K  E   G  F   S   A   N  Y   S   V  L   Q  S   S   V  S   E   D  F   K  C  M  E

  A   L   G  M  E   S   G  E   I   H  S   D  Q  I   T   A   S   S   Q  Y   S   T   N  W  S   A   E   R   S   R   L   N  Y  

 P   E   N  G  W  T   P   G  E   D  S   Y   R   E   W  I   Q  V  D  L   G  L   L   R   F   V  T   A   V  G  T   Q  G  

A   I   S   K  E   T   K  K  K  Y   Y   V  K  T   Y   K  I   D  V  S   S   N  G  E   D  W  I   T   I   K  E   G  N  K

  P   V  L   F   Q  G  N  T   N  P   T   D  V  V  V  A   V  F   P   K  P   L   I   T   R   F   V  R   I   K  P   A   T  

 W  E   T   G  I   S   M  R   F   E   V  Y   G  C  K  I   T   D  Y   P   C   S   G  M  L   G  M  V  S   G  L   I   S   

D  S   Q  I   T   S   S   N  Q  G  D  R   N  W  M  P   E   N  I   R   L   V  T   S   R   S   G  W  A   L   P   P   A   P

  H  S   Y   I   N  E   W  L   Q  I   D  L   G  E   E   K  I   V  R   G  I   I   I   Q  G  G  K  H  R   E   N  K  V 

 F   M  R   K  F   K  I   G  Y   S   N  N  G  S   D  W  K  M  I   M  D  D  S   K  R   K  A   K  S   F   E   G  N  

N  N  Y   D  T   P   E   L   R   T   F   P   A   L   S   T   R   F   I   R   I   Y   P   E   R   A   T   H  G  G  L   G  L   R

  M  E   L   L   G  C  E   V  E   A   P   T   A   G  P   T   T   P   N  G  N  L   V  D  E   C   D  D  D  Q  A   N  C 

 H  S   G  T   G  D  D  F   Q  L   T   G   G  T   T   V  L   A   T   E   K  P   T   V  I   D  S   T   I   Q  S   E   F   

P   T   Y   G  F   N  C  E   F   G  W  G  S   H  K  T   F   C   H  W  E   H  D  N  H  V  Q  L   K  W  S   V  L   T

  S   K  T   G  P   I   Q  D  H  T   G  D  G  N  F   I   Y   S   Q  A   D  E   N  Q  K  G  K  V  A   R   L   V  S  

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

AgeI (552) NcoI (568) BsrBI (585)

EagI (622) XmaI (675)
Acc65I (679)

BspEI (749)

DraIII (955)

DraIII (1027)

HindIII (1139)

BsaBI (1279)

NcoI (1300)

PstI (1474)
Eco47III (1480)

SspI (1624)

Bst1107I (1830)

BstEII (1961)

BspHI (2101)

BstXI (2440)

NdeI (2503) BbrPI (2571)

SandI (2609)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

1

11

44

77

111

144

177

211

244

277

311

344

377

411

444

477

511

544

577

611

644

677



CCTGTGGTTTATTCCCAGAACTCTGCCCACTGCATGACCTTCTGGTATCACATGTCTGGGTCCCACGTCGGCACACTCAGGGTCAAACTGCGCTACCAGA

AGCCAGAGGAGTACGATCAGCTGGTCTGGATGGCCATTGGACACCAAGGTGACCACTGGAAGGAAGGGCGTGTCTTGCTCCACAAGTCTCTGAAACTTTA

TCAGGTGATTTTCGAGGGCGAAATCGGAAAAGGAAACCTTGGTGGGATTGCTGTGGATGACATTAGTATTAATAACCACATTTCACAAGAAGATTGTGCA

AAACCAGCAGACCTGGATAAAAAGAACCCAGAAATTAAAATTGATGAAACAGGGAGCACGCCAGGATACGAAGGTGAAGGAGAAGGTGACAAGAACATCT

CCAGGAAGCCAGGCAATGTGTTGAAGACCTTAGACCCCATCCTCATCACCATCATAGCCATGAGTGCCCTGGGGGTCCTCCTGGGGGCTGTCTGTGGGGT

CGTGCTGTACTGTGCCTGTTGGCATAATGGGATGTCAGAAAGAAACTTGTCTGCCCTGGAGAACTATAACTTTGAACTTGTGGATGGTGTGAAGTTGAAA

AAAGACAAACTGAATACACAGAGTACTTATTCGGAGGCATGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAA

TGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCAT

TCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAA

AACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGC

AGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACA

TTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCA

TAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTA

CTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTG

CACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGC

TCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCT

GATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAG

GTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTT

ATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTG

GAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATT

GATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAA

TGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACT

CCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGG

CGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGC

TGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGC

GTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCT

CATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTAT

 •  N  R   T   Y  

 K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   

C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S

  V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R  

 I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   

T   K  M 

 P   V  V  Y   S   Q  N  S   A   H  C  M  T   F   W  Y   H  M  S   G  S   H  V  G  T   L   R   V  K  L   R   Y   Q  

K  P   E   E   Y   D  Q  L   V  W  M  A   I   G  H  Q  G  D  H  W  K  E   G  R   V  L   L   H  K  S   L   K  L   Y

  Q  V  I   F   E   G  E   I   G  K  G  N  L   G  G  I   A   V  D  D  I   S   I   N  N  H  I   S   Q  E   D  C  A  

 K  P   A   D  L   D  K  K  N  P   E   I   K  I   D  E   T   G  S   T   P   G  Y   E   G  E   G  E   G  D  K  N  I   

S   R   K  P   G  N  V  L   K  T   L   D  P   I   L   I   T   I   I   A   M  S   A   L   G  V  L   L   G  A   V  C  G  V

  V  L   Y   C   A   C  W  H  N  G  M  S   E   R   N  L   S   A   L   E   N  Y   N  F   E   L   V  D  G  V  K  L   K 

 K  D  K  L   N  T   Q  S   T   Y   S   E   A   • 

BspLU11I (2749)
SandI (2757)

BstEII (2847)

AseI (2967)

ScaI (3321) NheI (3342)

HpaI (3480) MfeI (3491)

EcoRI (3576)

SapI (3758)

SspI (3815) SwaI (3829)

SacI (4090)

BstXI (4119)

StuI (4254)

XmnI (4396)

AseI (4462)

SacI (4519)

SpeI (4617)

SnaBI (4745)

NdeI (4850)

SdaI (5028)
PstI (5029)

PacI (5036)

BspLU11I (5046)

ApaLI (5360)

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

5301

141

136

102

69

36

2

711

744

777

811

844

877

911



CCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGG

TGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGA

GTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAG

ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGC

CGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACA
AACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (5776) SwaI (5785) NotI (5795)
EagI (5796)

5401

5501

5601

5701

5801
5901
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