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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGACTCCTCTCTGCCTCAATTGCTCTGTCCTCCCTGG
- I*M T P LCLNG CSV L PG

Bsu36I (670)
601 AGACCTGTACCCAGGGGGTGCAAGGAACCCCATGGCTTGCAATGGCAGTGCGGCCAGGGGGCACTTTGACCCTGAGGACTTGAACCTGACTGACGAGGCA
13 D LY PGGAWRNUPMATCNG SAARGHT FDU®PEDTLNILTUDEA
701 CTGAGACTCAAGTACCTGGGGCCCCAGCAGACAGAGCTGTTCATGCCCATCTGTGCCACATACCTGCTGATCTTCGTGGTGGGCGCTGTGGGCAATGGGC
47 L R L K Y L G PQQTELTFM®PICATYULUL I FVVGAVGNSG
Fspl (833)
801 TGACCTGTCTGGTCATCCTGCGCCACAAGGCCATGCGCACGCCTACCAACTACTACCTCTTCAGCCTGGCCGTGTCGGACCTGCTGGTGCTGCTGGTGGG
8L T C LV I L RHKAMU RT®PTNYY LFSLAV SDIULILVLLYVSG
901 CCTGCCCCTGGAGCTCTATGAGATGTGGCACAACTACCCCTTCCTGCTGGGCGTTGGTGGCTGCTATTTCCGCACGCTACTGTTTGAGATGGTCTGCCTG
113 L P L E L Y EMWHN Y P F L LGV GG CY FRTULULTFEMVTCL
BstXI (1067)
1001 GCCTCAGTGCTCAACGTCACTGCCCTGAGCGTGGAACGCTATGTGGCCGTGGTGCACCCACTCCAGGCCAGGTCCATGGTGACGCGGGCCCATGTGCGCC
147 A SV L NV T AL SV ERYVAVVHUZPLI QAR SMVTRAHUVR

BbrPI (1177)
1101 GAGTGCTTGGGGCCGTCTGGGGTCTTGCCATGCTCTGCTCCCTGCCCAACACCAGCCTGCACGGCATCCGGCAGCTGCACGTGCCCTGCCGGGGCCCAGT
189¥R V L G AVWGLAMILTCSULPNTSULHG 1 RQLHYVPCRGPYV
BspHI (1298)
SphlI (1217) Sapl (1272) Mscl (1292)

1201 GCCAGACTCAGCTGTTTGCATGCTGGTCCGCCCACGGGCCCTCTACAACATGGTAGTGCAGACCACCGCGCTGCTCTTCTTCTGCCTGCCCATGGCCATC
213 P D S AV CM LV RPIRALYNMYVVQTTALILTFTFCLZPMAI
1301 ATGAGCGTGCTCTACCTGCTCATTGGGCTGCGACTGCGGCGGGAGAGGCTGCTGCTCATGCAGGAGGCCAAGGGCAGGGGCTCTGCAGCAGCCAGGTCCA
247 M SV L Y L L I G L RLRREU RTLILILMAOQEAKTGH RS G SAAATRS
Sdal (1406) Pvul (1425)
1401 GATACACCTGCAGGCTCCAGCAGCACGATCGGGGCCGGAGACAAGTGACCAAGATGCTGTTTGTCCTGGTCGTGGTGTTTGGCATCTGCTGGGCCCCGTT
280R Y T C R L Q Q HDRGRIRQVTIKMLTFVLVVV FG I CWAPTF
Tth111I (1507) BbrPI (1567)
1501 CCACGCCGACCGCGTCATGTGGAGCGTCGTGTCACAGTGGACAGATGGCCTGCACCTGGCCTTCCAGCACGTGCACGTCATCTCCGGCATCTTCTTCTAC
33 H ADRVMW SVV SQWTDGIULHILATFOQHVHVYV I SG I F F Y
1601 CTGGGCTCGGCGGCCAACCCCGTGCTCTATAGCCTCATGTCCAGCCGCTTCCGAGAGACCTTCCAGGAGGCCCTGTGCCTCGGGGCCTGCTGCCATCGCC
347 L G S AAN PV LY SLMSSURTFR RETFQEATLT CILGATCTCHTR
Dralll (1749) Xceml (1785)
1701 TCAGACCCCGCCACAGCTCCCACAGCCTCAGCAGGATGACCACAGGCAGCACCCTGTGTGATGTGGGCTCCCTGGGCAGCTGGGTCCACCCCCTGGCTGG
380kL R P R H S SH SL SRMTTSGSTLCDVSGSLGSWVHUPILASG
Mscl (1869)
Nhel (1863)
1801 GAACGATGGCCCAGAGGCGCAGCAAGAGACCGATCCATCCTGAGTGGAGCCTTAAAGTGGCTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGT
413 N D G P E A Q Q E T D P S e
1901 TTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACA

Hpal (2001) EcoRI (2097)
2001 AGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAA
-
2101 TTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGC
e

Sapl (2279)
2201 CAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTT

Sspl (2336) Swal (2350)
2301 TAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAAT

2401 CCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTT




2501 CTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCA
—4444 ¢ N R T Y K L P | L E E I T T KV LK GNMTE I LV FCDPA
BstXI (2640)
2601 TAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGT
194y D S | L E R CMGC P SV VR I SRDVEDSYPHU RVAV I TOD
Stul (2775)
2701 CAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGAT
7%ed F DK QGNSVASG I A I AEACVYTVRG I YATE I HVA S I
2801 GATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGA
434 | E G T K T R I ANAGV HHIKNDEYLMT I K ETA AV EV L E L
BbsI (2921)
Xmnl (2917) Asel (2983)
2901 TCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAG
94D Q Q S I N F T K M - -
3001 CGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGG

Spel (3138)
3101 CGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTC
-

SnaBI (3266)
3201 AAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCAT

Ndel (3371)
3301 AAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGT

3401 GGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGG

Sdal (3549)Pacl (3557)  BspLUI11I (3567)
3501 GTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGA
-

3601 ACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGAC

3701 AGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCT

3801 TCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTC

3901 AGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAG

4001 CAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAG

4101 CCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCA

Pacl (4297)

4201 GAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTA

Eagl (4317)
Swal (4306) Notl (4316)
4301 ATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATC

4401 AAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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