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pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

hLRRC19

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)
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EagI (4154)

16A13v40



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGAAAGTCACAGGCATCACAATCCTCTTTTGGCCCCT

CTCCATGATATTATTATCAGACAAAATCCAGTCTTCTAAAAGAGAAGTCCAATGTAATTTTACTGAAAAAAATTATACCTTGATTCCAGCAGATATCAAG

AAAGATGTTACTATACTTGATCTCAGTTATAACCAAATTACTCTTAATGGTACAGACACAAGAGTTCTACAGACATACTTTTTACTCACAGAGCTCTATT

TGATTGAGAACAAGGTTACTATCTTACATAATAACGGTTTTGGTAACCTCTCCAGTCTAGAAATTTTAAATATCTGTAGAAACTCCATCTATGTAATTCA

ACAGGGTGCATTTTTAGGCTTAAATAAACTAAAACAGTTATATCTCTGCCAAAACAAAATAGAACAACTGAATGCTGATGTATTTGTGCCTCTAAGAAGC

CTAAAACTTCTGAATCTGCAAGGCAATTTGATTAGCTATTTGGATGTACCACCACTATTTCATCTGGAATTAATAACTTTATATGGAAACCTATGGAACT

GCTCTTGCAGTCTATTTAATTTGCAGAACTGGTTGAACACATCAAATGTGACATTAGAAAATGAGAACATCACCATGTGTAGCTACCCCAACAGCCTGCA

GAGCTACAATATCAAAACAGTACCTCATAAGGCTGAATGCCACTCAAAATTTCCTTCATCAGTAACTGAAGATCTTTATATTCATTTTCAGCCCATCAGC

AATTCAATATTTAATAGCTCTTCGAACAACTTAACAAGAAATTCAGAACATGAACCTCTTGGAAAAAGTTGGGCTTTTCTTGTTGGTGTTGTTGTCACTG

TACTGACGACTTCACTTCTCATTTTTATTGCTATCAAATGCCCAATATGGTACAATATTCTGCTTAGTTATAATCATCATCGCCTGGAAGAGCATGAAGC

AGAAACCTATGAAGATGGTTTTACTGGAAATCCAAGCTCTCTTTCACAGATACCAGAAACAAACTCTGAAGAAACTACAGTAATATTTGAACAATTACAT

TCATTTGTGGTAGATGATGATGGATTTATTGAAGACAAATATATAGATATCCATGAATTATGTGAAGAAAATTAATTTCTTTCAAAGTTTGCTTTTTAAA

GCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTA

TTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTT

TTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCT

GAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTT

CCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATC

ATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGA

ACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTT

GCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACC

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K  

 G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   

E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V

  R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M  

 T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   K   V   T   G   I   T   I   L   F   W   P   L

  S   M   I   L   L   S   D   K   I   Q   S   S   K   R   E   V   Q   C   N   F   T   E   K   N   Y   T   L   I   P   A   D   I   K  

 K   D   V   T   I   L   D   L   S   Y   N   Q   I   T   L   N   G   T   D   T   R   V   L   Q   T   Y   F   L   L   T   E   L   Y   

L   I   E   N   K   V   T   I   L   H   N   N   G   F   G   N   L   S   S   L   E   I   L   N   I   C   R   N   S   I   Y   V   I   Q

  Q   G   A   F   L   G   L   N   K   L   K   Q   L   Y   L   C   Q   N   K   I   E   Q   L   N   A   D   V   F   V   P   L   R   S  

 L   K   L   L   N   L   Q   G   N   L   I   S   Y   L   D   V   P   P   L   F   H   L   E   L   I   T   L   Y   G   N   L   W   N   

C   S   C   S   L   F   N   L   Q   N   W   L   N   T   S   N   V   T   L   E   N   E   N   I   T   M   C   S   Y   P   N   S   L   Q

  S   Y   N   I   K   T   V   P   H   K   A   E   C   H   S   K   F   P   S   S   V   T   E   D   L   Y   I   H   F   Q   P   I   S  

 N   S   I   F   N   S   S   S   N   N   L   T   R   N   S   E   H   E   P   L   G   K   S   W   A   F   L   V   G   V   V   V   T   

V   L   T   T   S   L   L   I   F   I   A   I   K   C   P   I   W   Y   N   I   L   L   S   Y   N   H   H   R   L   E   E   H   E   A

  E   T   Y   E   D   G   F   T   G   N   P   S   S   L   S   Q   I   P   E   T   N   S   E   E   T   T   V   I   F   E   Q   L   H  

 S   F   V   V   D   D   D   G   F   I   E   D   K   Y   I   D   I   H   E   L   C   E   E   N   •  

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) PvuII (239)
HindIII (245)

Bsu36I (291)

NgoMIV (441)

AgeI (552) BspHI (560)

EcoRV (691)

BstEII (841) XbaI (855)

DraIII (1170) PstI (1195)

BglII (1269)

BstBI (1320)

EcoRV (1645)

NheI (1700)
MscI (1706)

HpaI (1838) MfeI (1849)

EcoRI (1934)

SwaI (2187)

EcoO109I (2248)

BstXI (2477)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

141

122

1

13

47

80

113

147

180

213

247

280

313

347



TCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGA

CCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCAT

GGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTAT

GCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCC

CACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGA

CGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGAC

TAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGC

GTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTA

TGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATT

AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA

AAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGAC

CCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTT

CGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT

TATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACAC

TAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG

AAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGT

TTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCA
GAACATTTCTCTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K  

 G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   

E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V

  R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M  

 T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

StuI (2612)

XmnI (2754)

SpeI (2975)

SnaBI (3103)

NdeI (3208)

SdaI (3386)
PstI (3387)

PacI (3394)

BspLU11I (3404)

ApaLI (3718)

PacI (4134) SwaI (4143) NotI (4153)
EagI (4154)

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201
4301
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55
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