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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Neol (560)
BstEIl (555)
Agel (552) BspEI (596)
501 CTGAGATCACCGGTCACCATGGCATCAGGCAGGGCACGCTGCACCCGAAAACTCCG
I 1M A S G R A R CTR R KL R
BspEI (674)
601 GAACTGGGTGGTGGAGCAAGTGGAGAGTGGGCAGTTTCCCGGAGTGTGCTGGGATGATACAGCTAAGACCATGTTCCGGATTCCCTGGAAACATGCAGGC
13 N WV VE QV E S GQFUPGVCWODTUDTAIKTMTFR RIPWEKTHAG
Pvull (791)
Sspl (750) BstXI (790)
701 AAGCAGGACTTCCGGGAGGACCAGGATGCTGCCTTCTTCAAGGCCTGGGCAATATTTAAGGGAAAGTATAAGGAGGGGGACACAGGAGGTCCAGCTGTCT
47" K Q D F R E D Q DA ATF F KAWA I F KGIKYIKTEGDTGGTZPAV

BbsI (801) ApaLI (818)
801 GGAAGACTCGCCTGCGCTGTGCACTCAACAAGAGTTCTGAATTTAAGGAGGTTCCTGAGAGGGGCCGCATGGATGTTGCTGAGCCCTACAAGGTGTATCA
80kW K T R L R C AL NIKS S ETFIKTEVPETZ RS GRMDVATETPYIKVYDQ
901 GTTGCTGCCACCAGGAATCGTCTCTGGCCAGCCAGGGACTCAGAAAGTACCATCAAAGCGACAGCACAGTTCTGTGTCCTCTGAGAGGAAGGAGGAAGAG
113 L L P P G I VS G QP GTQKVPSKZ RI QHSSVSSETRTKTETEE
Xcml (1086)
1001 GATGCCATGCAGAACTGCACACTCAGTCCCTCTGTGCTCCAGGACTCCCTCAATAATGAGGAGGAGGGGGCCAGTGGGGGAGCAGTCCATTCAGACATTG
147 D AM Q NCTL SPSVLQDSTULNNTETETETGASTG GG GAUVHSD.I
1101 GGAGCAGCAGCAGCAGCAGCAGCCCTGAGCCACAGGAAGTTACAGACACAACTGAGGCCCCCTTTCAAGGGGATCAGAGGTCCCTGGAGTTTCTGCTTCC
180G S S S S S S S P EPQEVTDTTEAPTFIOQGDT QRIS STLTETFTLTLT®P
1201 TCCAGAGCCAGACTACTCACTGCTGCTCACCTTCATCTACAACGGGCGCGTGGTGGGCGAGGCCCAGGTGCAAAGCCTGGATTGCCGCCTTGTGGCTGAG
213 P E P DY S L L L TF I YNGR RVVGEAOQVOQSTLUDTE CRTLVATE
Bsu36l (1301)
1301 CCCTCAGGCTCTGAGAGCAGCATGGAGCAGGTGCTGTTCCCCAAGCCTGGCCCACTGGAGCCCACGCAGCGCCTGCTGAGCCAGCTTGAGAGGGGCATCC
247 P S G S E S S M E Q VL F P KZPGPULET PTI QRLTLSO QLTETRG.I
Xeml (1470)

1401 TAGTGGCCAGCAACCCCCGAGGCCTCTTCGTGCAGCGCCTTTGCCCCATCCCCATCTCCTGGAATGCACCCCAGGCTCCACCTGGGCCAGGCCCGCATCT
280kL V A S N P R G L F VQRULTC®PI1 PI SWNAZPI QAZPZPGTPGTPHIL

Tth111I (1552)

Sapl (1524) Pstl (1545) Bsp120I (1578)
1501 GCTGCCCAGCAACGAGTGCGTGGAGCTCTTCAGAACCGCCTACTTCTGCAGAGACTTGGTCAGGTACTTTCAGGGCCTGGGCCCCCCACCGAAGTTCCAG
313 L P S N E C V E L F RTAYTFCRUDLVRYTFQGLGTPZPZPIKTFQ
Neol (1626)

1601 GTAACACTGAATTTCTGGGAAGAGAGCCATGGCTCCAGCCATACTCCACAGAATCTTATCACAGTGAAGATGGAGCAGGCCTTTGCCCGATACTTGCTGG
347 V. T L N F W E E S HG S SHT®P QNLI TVIKMEG QATFARYLL

BamHI (1750) Ndel (1790)
1701 AGCAGACTCCAGAGCAGCAGGCAGCCATTCTGTCCCTG TGTAGAGCCTGCGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGT
380E Q T P E Q Q A A Il L SL CRACGSYU®PYDVZPDYAGYZPYDYV

Nhel (1847)

1801 TCCTGATTATGCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAAC
413 P D Y A G Y P Y D V P D Y A e

Hpal (1985) Mfel (1996)
1901 TAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAAT

EcoRI (2081)
2001 TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCAT
[ -

2101 AGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTG

Sapl (2263)
2201 TTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTC

Sspl (2320) Swal (2334)
2301 CCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCC

2401 CTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTG
+414 ¢ N R




2501 GTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCT
1374T Y K L P I L E E I T T K VL KGNME I L VF CDZPAYDS I L E
BstXI (2624)
2601 CTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCC
1044 R C M G C P S V VR I S R DV EDSYUPHU RVAVI TDFDTZK QG
2701 GTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTG
74 N S VA S G 1 A1 AEACVTUVZRGI YATETIHVASI I ESGTHK
2801 GTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGT
374T R 1 AA GV HHIKNDTETYLMTIlI KETAVEUVLTETLTUDA QQS I N
BspHI (2909)
BbsI (2905)

Xmnl (2901) Asel (2967)
2901 TGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCC
44 F T K M --= <

3001 AGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA

Spel (3122)
3101 TTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACG
-

SnaBI (3250)
3200 CCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGG

Ndel (3355)
3300 GCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTA

3400 AATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCA

Pstl (3534)
Sdal (3533)Pacl (3541)  BspLUI1I (3551)
3500 GCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
-

3598 CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

3698 TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

ApaLlI (3865)
3798 CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTG

3898 CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

3998 GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

4098 GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC

Pacl (4281) Swal (4290)
4198 TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

Eagl (4301)

NotI (4300)
4298 TCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA
4398 ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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