Pvul (7)  Mfer (82)

Sgfl (6) EcoNI (96)
Eagl (4355) Psp14061 (203)
Notl (4354) Pyull (239)
Swal (4344) HindIII (245)

Pacl (4335) EcoNI (287)
szui’JGI (291)

\——

Agel (552)
BspLU11I (560)
Xceml (631)

BamHI (671)
BsaBI (700)

ApaLI (3919) hEF1-HTLV prom
pMBI ori
RsrII (848)

Agel (851)
Bsu361 (901)

hIRF8 (ICSBP1)

BspLU11I (3605)
Pacl (3595)
Sdal (3587)

hCMYV enh

Stul (1061)

Ndel (3409) pUNOl-hIRFS
(4519 bp) BsaBI (1173)
SnaBI (3304)
Bsp1201 (1288)
SpeI (3176) hCMV prom Eagl (1322)

Sacl (3078)
Asel (3021)

SV40 p(A) Pyull (1672)

e (b) Belobin p(A) Tth111l (1759)

Sacl (2649) Nhel (1901)

sel  (1907)

100 Swal (2388) Hpal (2039)

Mfel (2050)
Sspl (2374) EcoRI (2135)

C?) InvivoGen

14A27v35



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Agel (552) BspLUIII (560)
501 CTGAGATCACCGGTCAACATGTGTGACCGGAATGGTGGTCGGCGGCTTCGACAGTG
»- 1M C DR NG G R R L R QW
XemlI (631) BamHI (671)
601 GCTGATCGAGCAGATTGACAGTAGCATGTATCCAGGACTGATTTGGGAGAATGAGGAGAAGAGCATGTTCCGGATCCCTTGGAAACACGCTGGCAAGCAA
13 L I E QI DS SMYUPGL 1 WENETEI KSMTFRI P WIKHAGTK Q

BsaBI (700)
701 GATTATAATCAGGAAGTGGATGCCTCCATTTTTAAGGCTTGGGCAGTTTTTAAAGGGAAGTTTAAAGAAGGGGACAAAGCTGAACCAGCCACTTGGAAGA
47 D Y N Q E VD A S I F KA WAV F KGIKTFKEGDI KA ATEUZPATWK
Agel (851)
RsrlIl (848)
801 CGAGGTTACGCTGTGCTTTGAATAAGAGCCCAGATTTTGAGGAAGTGACGGACCGGTCCCAACTGGACATTTCCGAGCCATACAAAGTTTACCGAATTGT
80T R L R C AL NIK S P DTFEEVTDI RSQLDI SEPY K VYR I V
Bsu36I (901)
901 TCCTGAGGAAGAGCAAAAATGCAAACTAGGCGTGGCAACTGCTGGCTGCGTGAATGAAGTTACAGAGATGGAGTGCGGTCGCTCTGAAATCGACGAGCTG
113 P E E E Q K C K L G VA TAGT CVNTEVTEMETCGRSE I DEL
Stul (1061)
1001 ATCAAGGAGCCTTCTGTGGACGATTACATGGGGATGATCAAAAGGAGCCCTTCCCCGCCGGAGGCCTGTCGGAGTCAGCTCCTTCCAGACTGGTGGGCGC
147 | K E P S VDDYMGMI KR RS®PS®PUPEA AT CRSI QLLU®PDWWA
BsaBI (1173)

1101 AGCAGCCCAGCACAGGCGTGCCGCTGGTGACGGGGTACACCACCTACGACGCGCACCATTCAGCATTCTCCCAGATGGTGATCAGCTTCTACTATGGGGG
180k Q Q P S T G VP L VTG Y T TYDAHUHSATFSAQMV I S F Y Y GG

Bsp120I (1288)
1201 CAAGCTGGTGGGCCAGGCCACCACCACCTGCCCCGAGGGCTGCCGCCTGTCCCTGAGCCAGCCTGGGCTGCCCGGCACCAAGCTGTATGGGCCCGAGGGC
213 K L VG QA T T T CUPEGT CRLSL SQPGL®PGTIK KLY GZPEG

Eagl (1322)
1301 CTGGAGCTGGTGCGCTTCCCGCCGGCCGACGCCATCCCCAGCGAGCGACAGAGGCAGGTGACGCGGAAGCTGTTCGGGCACCTGGAGCGCGGGGTGCTGC
247 L E L VR F P P A DAI P S ERI QRQVTR RIKILTFSGHTLETRG GV L
1401 TGCACAGCAGCCGGCAGGGCGTGTTCGTCAAGCGGCTGTGCCAGGGCCGCGTGTTCTGCAGCGGCAACGCCGTGGTGTGCAAAGGCAGGCCCAACAAGCT
280kL H S S R Q G V F V K R L €CQ GR VF CSGNAVVY CKGRUPNK L
1501 GGAGCGTGATGAGGTGGTCCAGGTCTTCGACACCAGCCAGTTCTTCCGAGAGCTGCAGCAGTTCTATAACAGCCAGGGCCGGCTTCCTGACGGCAGGGTG
313 E R D EVVQVFDTSOQFTFR RTEL QQFYNSOQGH RILU®PDGTR R YV
Pvull (1672)
1601 GTGCTGTGCTTTGGGGAAGAGTTTCCGGATATGGCCCCCTTGCGCTCCAAACTCATTCTCGTGCAGATTGAGCAGCTGTATGTCCGGCAACTGGCAGAAG
347 V L C F G E E F P DMAUPIL RS IKTILT I LUWVQIlI EQL Y VRQL AE
Tth111I (1759)

1701 AGGCTGGGAAGAGCTGTGGAGCCGGCTCTGTGATGCAGGCCCCCGAGGAGCCGCCGCCAGACCAGGTCTTCCGGATGTTTCCAGATATTTGTGCCTCACA

380FE A G K S C GA GS VMOQAUPTETETFPPPUDA QQVTFRMTFTZPUDITCASH
1801 CCAGAGATCATTTTTCAGAGAAAACCAACAGATCACCGTCTAAGTGCGTCGCTTGGGCGCCCCACCCCGTCTGCGTCCTGCATCCATCTCCCTGTTACAG
413 Q R S F F R E N Q Q | T V e

Msel  (1907)
Nhel (1901)
1901 TGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCT

Hpal (2039) Mrfel (2050)
2001 ATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTT

EcoRI (2135)
2101 TTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTC
-

2201 TGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTT

Sspl  (2374) Swal (2388)
2301 TCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACAT

2401 CATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGG

2501 AACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCT
414 ¢ N R T Y K L P I L E E I T T K V L K




Sacl (2649)

2601 TGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCAC

1224 G NM E I L VF CDPAYDJSI1LEZ RT CMSGT C®PSVVURI SRDV

2701 CTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTG
894 E D S Y P HR VAV I TDFDI KU QGNSVASGI AI AEATCVT

Stul (2813)

2801 ACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCA

ss4v R G | Y A E I HV A S I | E G T K TR I A A GV HUHIKNDTEY LM

2901 TGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTA

224 T | K E T AV EVLETLUDG QQS I NTFTK M=

Asel (3021) Sacl (3078)
3001 TGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTC
-

Spel (3176)
3101 CCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTG
-

3201 ACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGA

SnaBI (3304)
3301 CTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGG

Ndel (3409)
3401 CGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACT

Pacl (3595)
Sdal (3587)
3501 ATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAAT

BspLU11I (3605)
3601 TAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCAC
-

3701 AAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGA

3801 CCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGT

ApaLI (3919)
3901 TCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGAC

4001 TTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

4101 CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAG

4201 CGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAAC

Eagl (4355)
Pacl (4335) Swal (4344) NotI (4354)
4301 GAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGG

4401 TTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCC
4501 AGAACATTTCTCTATCGAA
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