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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BspHI (560)
Agel (552)
501 CTGAGATCACCGGTCATCATGAATTGTAGAGAATTACCCTTGACCCTTTGGGTGCT
> 1M N C R E L P L T L W V L

Pstl (614)
601 TATATCTGTAAGCACTGCAGAATCTTGTACTTCACGTCCCCACATTACTGTGGTTGAAGGGGAACCTTTCTATCTGAAACATTGCTCGTGTTCACTTGCA
13 | S vS TAESCT S RU®PHI TVVEGEUZ PTFYLIKHTCS ST CSTLA
BspLUL11I (753) Xhol (780)
701 CATGAGATTGAAACAACCACCAAAAGCTGGTACAAAAGCAGTGGATCACAGGAACATGTGGAGCTGAACCCAAGGAGTTCCTCGAGAATTGCTTTGCATG
47 H E I E T T T K S WY K S S G S QEHVETLNZPRSSSR RI A LH
801 ATTGTGTTTTGGAGTTTTGGCCAGTTGAGTTGAATGACACAGGATCTTACTTTTTCCAAATGAAAAATTATACTCAGAAATGGAAATTAAATGTCATCAG
80D C V L E F WPV ELNDTS G SYFFQMIKNYTNOQKMWIKTLNWV IR
Pvull (912) Spel (937)
901 AAGAAATAAACACAGCTGTTTCACTGAAAGACAAGTAACTAGTAAAATTGTGGAAGTTAAAAAATTTTTTCAGATAACCTGTGAAAACAGTTACTATCAA
113 R N K H S C F T E R QV T S K I VEV KK FFQI T CENJZSYYAQ
1001 ACACTGGTCAACAGCACATCATTGTATAAGAACTGTAAAAAGCTACTACTGGAGAACAATAAAAACCCAACGATAAAGAAGAACGCCGAGTTTGAAGATC
147 T L V N S T S L Y K N C K K L L L E NNJIKNWPT I K KNATETFED
1101 AGGGGTATTACTCCTGCGTGCATTTCCTTCATCATAATGGAAAACTATTTAATATCACCAAAACCTTCAATATAACAATAGTGGAAGATCGCAGTAATAT
180 Q G Y Y S C VH F L HHNGIKULTFNI TKTT FNI TI1I VEDT R S NI
1201 AGTTCCGGTTCTTCTTGGACCAAAGCTTAACCATGTTGCAGTGGAATTAGGAAAAAACGTAAGGCTCAACTGCTCTGCTTTGCTGAATGAAGAGGATGTA
213 v P V L L G P KL NHV AV ELGIKNVIRILNTZT CSALTILNTETEDV

BamHI (1332) Xeml  (1375) SphI (1389)
1301 ATTTATTGGATGTTTGGGGAAGAAAATGGATCGGATCCTAATATACATGAAGAGAAAGAAATGAGAATTATGACTCCAGAAGGCAAATGGCATGCTTCAA
247 | Y WM F G E E NG S DP N1 HEZEIKEMR RI MTPEGI KWHAS

Sspl (1417)
1401 AAGTATTGAGAATTGAAAAPTATTGGTGAAAGCAATCTAAATGTTTTATATAATTGCACTGTGGCCAGCACGGGAGGCACAGACACCAAAAGCTTCATCTT
280kK V L R 1 E N1 G E S NLNUVLYNTZ CTVASTSGSGTHDTIKSF I L
EcoRV (1522)
1501 GGTGAGAAAAGCAGACATGGCTGATATCCCAGGCCACGTCTTCACAAGAGGAATGATCATAGCTGTTTTGATCTTGGTGGCAGTAGTGTGCCTAGTGACT
313 VR KA DMA D I P GHVFTRGMI I AVLILVAVVYVYCLVT
Ndel (1682)
1601 GTGTGTGTCATTTATAGAGTTGACTTGGTTCTATTTTATAGACATTTAACGAGAAGAGATGAAACATTAACAGATGGAAAAACATATGATGCTTTTGTGT
347k V C V I Y R V DL VL F Y RHLT RIRIDTETTULTUDSGI KTY DA ATF V
BstXI (1763) Nsil (1797)
1701 CTTACCTAAAAGAATGCCGACCTGAAAATGGAGAGGAGCACACCTTTGCTGTGGAGATTTTGCCCAGGGTGTTGGAGAAACATTTTGGGTATAAGTTATG
380kS Y L K E C R P E NG EEHTTFAVE 1l L PRVLEIKUHTFGYKLC
1801 CATATTTGAAAGGGATGTAGTGCCTGGAGGAGCTGTTGTTGATGAAATCCACTCACTGATAGAGAAAAGCCGAAGACTAATCATTGTCCTAAGTAAAAGT
413» | F E R DV VZPGGAVVDTETIHSULI EKJSRRLTI I VL S K S
1901 TATATGTCTAATGAGGTCAGGTATGAACTTGAAAGTGGACTCCATGAAGCATTGGTGGAAAGAAAAATTAAAATAATCTTAATTGAATTTACACCTGTTA
447 Y M S N E V R Y E L E S G L HEA AL VEW RIKI K1 I L I EF TPV
2001 CTGACTTCACATTCTTGCCCCAATCACTAAAGCTTTTGAAATCTCACAGAGTTCTGAAGTGGAAGGCCGATAAATCTCTTTCTTATAACTCAAGGTTCTG
48T D F T F L P Q S L K L L K S HR VL IKWI KA ADIKT SILSYNSIZ RTFW
2101 GAAGAACCTTCTTTACTTAATGCCTGCAAAAACAGTCAAGCCAGGTAGAGACGAACCGGAAGTCTTGCCTGTTCTTTCCGAGTCTTAATCTTCAGAAACA
513 K N L L YL MUPAIKTVKUZPGRUDTEU PTEUVLUZPVIL SE S e
Nhel (2227)
2201 GTGAACGCCAAAAAGAACTCAAGATATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT

Hpal (2365) Mfel (2376)
2301 GCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCA

EcoRI (2461)
2401 GGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAA
- -

2501 ATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTT

Sapl (2643)
2601 CATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAA




Sspl (2700) Swal (2714) Eco01091 (2775)
2701 AATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTT

2801 TAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAG
+414 ¢ N R T Y K L P | L
Sacl (2975)
2901 TTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGG
1314 E E | T T K VL K G NM E I L VF CDU®PAYDS S 11 L ER CMGTCP
BstXI (3004)
3001 CTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAA
974Ss v vV R I S R DV E D S Y P HR VAV I T DFWDJI KU QGNSVAS G I
Stul (3139)
3101 TGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGAC
644 A I A E A CV T VR G Il Y AE Il HVA S I Il E G T K TR I A A G V
BspHI (3289)
XmnlI (3281)
3201 ATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCC
31 HHKNDEYLMTI KETAVEUVLTETLDAI QQS I NFTIKM--—-
Asel (3347)
3301 CTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACT
el

Sacl (3404)
3401 AAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGAT

Spel (3502)
3501 TTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAA
— -

SnaBI (3630)
3600 ACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCA

Ndel (3735)
3700 TTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGT

3800 CAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCG

Pstl (3914)

Sdal (3913)Pacl (3921)  BspLUIII (3931)

3900 TAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC
— -]

3998 ATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGG

4098 AAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC

ApaLl (4245)
4198 TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATC

4298 GTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTT

4398 CTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT

4498 TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCT

Eagl (4681)
Pacl (4661) Swal (4670) NotI (4680)
4598 TTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATA

4698 TCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAAT
4798 AGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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