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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Ncol (560)
BstEII (555)
Agel (552)

501 CTGAGATCACCGGTCACCATGGGGAGCTCCAGACTGGCAGCCCTGCTCCTGCCTCT

- 1M G S S R L A AL L L P L
601 CCTCCTCATAGTCATCGACCTCTCTGACTCTGCTGGGATTGGCTTTCGCCACCTGCCCCACTGGAACACCCGCTGTCCTCTGGCCTCCCACACGGATGAC
13 L L1 vI DL SDSAGI GF RHLUPHMWNTIR RT CPILASUHTTUDTD

Dralll (735)
701 AGTTTCACTGGAAGTTCTGCCTATATCCCTTGCCGCACCTGGTGGGCCCTCTTCTCCACAAAGCCTTGGTGTGTGCGAGTCTGGCACTGTTCCCGCTGTT
47* S F T G S S A Y I P CRTWMWATLTFSTI KTPWTC CVRVWHTCSTR RSTC
801 TGTGCCAGCATCTGCTGTCAGGTGGCTCAGGTCTTCAACGGGGCCTCTTCCACCTCCTGGTGCAGAAATCCAAAAAGTCTTCCACATTCAAGTTCTATAG

8L C Q HL L S GG S GLI QRGLTFHLTLVYVYA QKT SZI KT K SSTTFTIKTF YR
901 GAGACACAAGATGCCAGCACCTGCTCAGAGGAAGCTGCTGCCTCGTCGTCACCTGTCTGAGAAGAGCCATCACATTTCCATCCCCTCCCCAGACATCTCC
113 R H K M P A P A Q R K L L PR RUHLTSETIKTSHHI SI PSPODI S
BamHI (1035)
1001 CACAAGGGACTTCGCTCTAAAAGGACCCAACCTTCGGATCCAGAGACATGGGAAAGTCTTCCCAGATTGGACTCACAAAGGCATGGAGGACCCGAGTTCT
147 H K G L R S K R T QP SDPTETMWETSTLTPRTLTUDSI QRUHGGTPTEF

SrfI (1120) BstEII (1134)
1101 CCTTTGATTTGCTGCCTGAGGCCCGGGCTATTCGGGTGACCATATCTTCAGGCCCTGAGGTCAGCGTGCGTCTTTGTCACCAGTGGGCACTGGAGTGTGA
189S F D L L P E A RA Il RV Tl SSGPEVS VU RLI CHA QWATILTETCE

EcoRI (1267)

1201 AGAGCTGAGCAGTCCCTATGATGTCCAGAAAATTGTGTCTGGGGGCCACACTGTAGAGCTGCCTTATGAATTCCTTCTGCCCTGTCTGTGCATAGAGGCA

213 E L S S P YDV QK1 VS GGHTVETLTPYTETFTLTLZPT CLTCI EA
Msel (1351) ApaLl (1387)

1301 TCCTACCTGCAAGAGGACACTGTGAGGCGCAAAAAATGTCCCTTCCAGAGCTGGCCAGAAGCCTATGGCTCGGACTTCTGGAAGTCAGTGCACTTCACTG
247 S Y L Q E D T VR RIKI KT CPTFOQSWPEAYTGSDTFWIKSVHTFT
1401 ACTACAGCCAGCACACTCAGATGGTCATGGCCCTGACACTCCGCTGCCCACTGAAGCTGGAAGCTGCCCTCTGCCAGAGGCACGACTGGCATACCCTTTG
280D Y S Q H T QM VMATLTTLU RTE CPLIKTLTEAALTE CI QRUHDMWUHTTLC

Xhol (1523)
1501 CAAAGACCTCCCGAATGCCACAGCTCGAGAGTCAGATGGGTGGTATGTTTTGGAGAAGGTGGACCTGCACCCCCAGCTCTGCTTCAAGTTCTCTTTTGGA
313 K D L P NA TARE SDGMWY VLEJKVDTLU HTPAI QLT CTFTKTF S F G

Tth1111 (1629)
1601 AACAGCAGCCATGTTGAATGCCCCCACCAGACTGGGTCTCTCACATCCTGGAATGTAAGCATGGATACCCAAGCCCAGCAGCTGATTCTTCACTTCTCCT

347m NS S HV E CP HQTGSLTSWNVSMDTWQAQQL I L HF S
SphI (1707)
Nsil  (1705) BsrGI (1772)

1701 CAAGAATGCATGCCACCTTCAGTGCTGCCTGGAGCCTCCCAGGCTTGGGGCAGGACACTTTGGTGCCCCCCGTGTACACTGTCAGCCAGGCCCGGGGCTC
380kS R M HA T F SAAWSTULZPGLGQDTULVZPPVYTVSQATRTGS
1801 AAGCCCAGTGTCACTAGACCTCATCATTCCCTTCCTGAGGCCAGGGTGCTGTGTCCTGGTGTGGCGGTCAGATGTCCAGTTTGCCTGGAAGCACCTCTTG
413 S P V S L DL I I P F LRPGC CT CVLVWR RS SUDVAI QFAMWTIKHTLL

BspEI (1902)
1901 TGTCCGGATGTCTCTTACAGACACCTGGGGCTCTTGATCCTGGCACTGCTGGCCCTCCTCACCCTACTGGGTGTTGTTCTGGCCCTCACCTGCCGGCGCC
447 C P D V S Y R HL G L L I LALLALTULTLTLTGVVLATLTTCTR RTE
Stfl (2009) Ecod7III (2079)
2001 CACAGTCAGGCCCGGGCCCAGCGCGGCCAGTGCTCCTCCTGCACGCGGCGGACTCGGAGGCGCAGCGGCGCCTGGTGGGAGCGCTGGCTGAACTGCTACG
480 P Q S G P G P AR P V L LLHAADTSTEAIOQRT RTLVGATLATETLTLR R
BssHII (2158)

Ecod 711 (2103) BbrPI (2152)
2101 GGCAGCGCTGGGCGGCGGGCGCGACGTGATCGTGGACCTGTGGGAGGGGAGGCACGTGGCGCGCGTGGGCCCGCTGCCGTGGCTCTGGGCGGCGCGGACG
5133 A A L GG GUR DV I VDLMWETGRUHVARVYVGPLZPWLWAATRT

BsrBI (2238)
2201 CGCGTAGCGCGGGAGCAGGGCACTGTGCTGCTGCTGTGGAGCGGCGCCGACCTTCGCCCGGTCAGCGGCCCCGACCCLCGLGLLGLGLLCCCTRCTCGCCC

547 R VA R E Q G TV L L L WS GADTULU RZPVSGPIDUPIRAAUPTILTLA

BssHII (2382)
2301 TGCTCCACGCTGCCCCGCGCCCGCTGCTGCTGCTCGCTTACTTCAGTCGCCTCTGCGCCAAGGGCGACATCCCCCCGCCGCTGCGLGLCCTGLCGCGCTA
580L L H A A P R P L L L LAY F SRULI CAKTGDTI1 PPUPULIZ RALPRY
2401 CCGCCTGCTGCGCGACCTGCCGCGTCTGCTGCGGGCGCTGGACGCGCGGCCTTTCGCAGAGGCCACCAGCTGGGGCCGCCTTGGGGCGCGGCAGCGCAGG
613 R L L R D L P R L LRALIDARUZPTFAEA AT SWG G RILGAIR RN QR RR
Mscl (2577)
AvrIl (2556) Nhel (2571)

2501 CAGAGCCGCCTAGAGCTGTGCAGCCGGCTCGAACGAGAGGCCGCCCGACTTGCAGACCTAGGTTGAGCAGAGCTAGCTGGCCAGACATGATAAGATACAT
647 Q S R L E L C S R L E R E A AR L A DIL G e




2601 TGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGC

Hpal (2709) Mrfel (2720)
2701 AATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTG

EcoRI (2805)
2801 GTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGG
D —— -

2901 GCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCT

SspI  (3044) Swal (3058)
3001 TTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTA

3101 GGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAA

3201 GCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGT

——————4494 ¢« N R T Y KL P I L EE 1 TTIKVLZ KTGNMETITLVTFTCTHD

3301 CAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCAC

11224 P A Y D S I L E R CM GCUP SV VRI1ISRUDVETDSTYZPHT RYVAYV
Stul (3483)

3401 AATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACA
7949 1 T D F DK QGNZSVASGIAI AEACVTVRGI YATETI HUV
3501 GCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCA
454A S 1 | E G T K TR 1 AAGVHHEKNIDTETYTLMTI KTETAVE VL

Asel (3691)

3601 GCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGT
124 E L D Q Q S I NF T K M=
3701 CAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGT
— -

Spel (3846)
3801 CAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCC
e

SnaBI (3974)
3901 CGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAA

Ndel (4079)
4001 AGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTAC

4101 TGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAAT

Pacl (4265)
Pstl (4258)

Sdal (4257) BspLU11I (4275)
4201 GGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAA
-

4301 GGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGA

4401 AACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCT

ApaLl (4589)
4501 TTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACC

4601 CCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAAC

4701 AGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTC

4801 TGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGAT

4901 TACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG

Eagl (5025)
Pacl (5005) Swal (5014)  NotI (5024)
5001 GCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGC

5101 TCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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