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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Ncol (566)
BspEl (558)
501 CTGAGATCACCGGCTCCGGACACCATGGCTTTCGTTTGCTTGGCTATCGGATGCTT
- iI* M A F VCL A I G C L
Hpal (661)  Bsu36I (670) BamHI (690)
601 ATATACCTTTCTGATAAGCACAACATTTGGCTGTACTTCATCTTCAGACACCGAGATAAAAGTTAACCCTCCTCAGGATTTTGAGATAGTGGATCCCGGA
11 Y T F L I S T T F G C TS S SDTTETI KV NPZPQDTFTETI VDPG
701 TACTTAGGTTATCTCTATTTGCAATGGCAACCCCCACTGTCTCTGGATCATTTTAAGGAATGCACAGTGGAATATGAACTAAAATACCGAAACATTGGTA
45 Y L G Y L Y L QWQPUPLSLDUHTFIKTETCTVETYTETLIKYR RNI G
Ncol (895)
801 GTGAAACATGGAAGACCATCATTACTAAGAATCTACATTACAAAGATGGGTTTGATCTTAACAAGGGCATTGAAGCGAAGATACACACGCTTTTACCATG
78S E T W K T I | T K NL HY KD GFDLNIKGI EAIK I HTLL P W

EcoRV (954)  EcoRI (968)
901 GCAATGCACAAATGGATCAGAAGTTCAAAGTTCCTGGGCAGAAACTACTTATTGGATATCACCACAAGGAATTCCAGAAACTAAAGTTCAGGATATGGAT
111 Q C T N G S E V Q S S WA ETTYWI SPQGI1PETTIKVQDMD

1001 TGCGTATATTACAATTGGCAATATTTACTCTGTTCTTGGAAACCTGGCATAGGTGTACTTCTTGATACCAATTACAACTTGTTTTACTGGTATGAGGGCT
145 C V.Y Y NW Q Y L L CSWZKUPGI GV LLUDTNYNLTFYWYEG

Nsil  (1106)

1101 TGGATCATGCATTACAGTGTGTTGATTACATCAAGGCTGATGGACAAAATATAGGATGCAGATTTCCCTATTTGGAGGCATCAGACTATAAAGATTTCTA
178*L D H A L Q C VDY Il KADGAO QNI G CRTFPYLEASTDTYKTDTFY
1201 TATTTGTGTTAATGGATCATCAGAGAACAAGCCTATCAGATCCAGTTATTTCACTTTTCAGCTTCAAAATATAGTTAAACCTTTGCCGCCAGTCTATCTT
2110 1 C V N G S S E N K P I R S S Y F T F QL QNI VKPTLZPTPVY.L

Eco0109T (1353)

1301 ACTTTTACTCGGGAGAGTTCATGTGAAATTAAGCTGAAATGGAGCATACCTTTGGGACCTATTCCAGCAAGGTGTTTTGATTATGAAATTGAGATCAGAG
245s* T F T R E S S CE I KL KWS I PLGPI PARTCTFDYTETIEI R
1401 AAGATGATACTACCTTGGTGACTGCTACAGTTGAAAATGAAACATACACCTTGAAAACAACAAATGAAACCCGACAATTATGCTTTGTAGTAAGAAGCAA
27 e D D T T L VT A T V ENE T Y TLKTTNETRIQLTC CFV VRS K
1501 AGTGAATATTTATTGCTCAGATGACGGAATTTGGAGTGAGTGGAGTGATAAACAATGCTGGGAAGGTGAAGACCTATCGAAGAAAACTTTGCTACGTTTC
31k V. N I Y C S DD G I WS EWSDIKU QCWEGETDTLSKTZKTTLLRF
Agel (1642)

1601 TGGCTACCATTTGGTTTCATCTTAATATTAGTTATATTTGTAACCGGTCTGCTTTTGCGTAAGCCAAACACCTACCCAAAAATGATTCCAGAATTTTTCT

345 W L P F G F I L I L VI FV TGLULULU RIKTPNTYUPIKMI PEFF
Msel (1741)
Xmnl (1709) Nhel (1735)

1701 GTGATACATGAAGACTTTCCATATCAAGAGACATGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG
378FC D T e

Hpal (1873)
1801 AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

EcoRI (1969)
1901 ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA
> -

2001 ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

SapI (2151)
2101 CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

Swal (2222) Eco01091 (2283)
2201 TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

2301 CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG
+411 ¢ N R T Y K L
Sacl (2483)
2401 GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC
1334Pp | L E E I T T K VL K GNME I L VF CDZPAYUDS I LETZ RTE CMG
BstXI (2512)
2501 CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC
1004 C P S V V R I S R DV E DS Y P HRVAV I TDFUDJIKTI QGNS VA




Stul (2647)
2601 AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC
674 S G I A I A EA CVTVZ RGI YAEI HVASI1T I EGTIKTR R I A
Xmnl (2789)
2701 GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA
334A G V H H K NDEY LMTIl KETAVEVLTETLWDI QQS I NTFTIKWM
Asel (2855)
2801 TGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGAC
041 - ]
Sacl (2912)
2901 GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

Spel (3010)
3001 CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC
_ -

SnaBI (3138)
3101 TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

Ndel (3243)
3201 CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

3301 TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

Pacl (3429)
Pstl (3422)

Sdal (3421) BspLU111 (3439)
3401 TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

3501 TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

3601 CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLI (3753)
3701 CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

3801 CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

3901 GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

4001 GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (4189)
Pacl (4169) Swal (4178) NotI (4188)
4101 GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

4201 AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
4301 AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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