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C?) InvivoGen
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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI (560) BspEI (574) SandI (583)
501 CTGAGATCACCGGTCATCATGAAGTCTGGCTCCGGAGGAGGGTCCCCGACCTCGCT
= 1*M K S G S GGG S P T S L
601 GTGGGGGCTCCTGTTTCTCTCCGCCGCACTCTCGCTCTGGCCGACGAGTGGAGAAATCTGCGGGCCAGGCATCGACATCCGCAACGACTATCAGCAGCTG
3 W G L L F L SAATLTSTLWU PTSGTE ICGT PG I D I RNUDYOQOQ.L
701 AAGCGCCTGGAGAACTGCACGGTGATCGAGGGCTACCTCCACATCCTGCTCATCTCCAAGGCCGAGGACTACCGCAGCTACCGCTTCCCCAAGCTCACGG
47 K R L EN C TV I EG Y LH I L L I SKATEDJVYUZ RSYTZ RTFTPIKLT
Scal (809) Xhol (838) Sacll (879)
801 TCATTACCGAGTACTTGCTGCTGTTCCGAGTGGCTGGCCTCGAGAGCCTCGGAGACCTCTTCCCCAACCTCACGGTCATCCGCGGCTGGAAACTCTTCTA
8*v | T E Y L L L F RV AGTILTETZSTLGHDTILTFEFTPNTLTV I RGWEK L F Y
901 CAACTACGCCCTGGTCATCTTCGAGATGACCAATCTCAAGGATATTGGGCTTTACAACCTGAGGAACATTACTCGGGGGGCCATCAGGATTGAGAAAAAT
13 N Y A LV | F EM TN LKOD I G LYNTULRNTITU RGATIR I EKN
PshAI (1099)
1001 GCTGACCTCTGTTACCTCTCCACTGTGGACTGGTCCCTGATCCTGGATGCGGTGTCCAATAACTACATTGTGGGGAATAAGCCCCCAAAGGAATGTGGGG
147 A D L C Y L STV DW S L I LDAVSNNY IV GNTE KT PTPEKTETCG
Neol (1115)
1101 ACCTGTGTCCAGGGACCATGGAGGAGAAGCCGATGTGTGAGAAGACCACCATCAACAATGAGTACAACTACCGCTGCTGGACCACAAACCGCTGCCAGAA
180D L C P G T M E E K PM C E K TT I NNZETVYNY RCWTTNR RTCECAQK
BbrPI (1212) ApaLlI (1230) BssHII (1280)
1201 AATGTGCCCAAGCACGTGTGGGAAGCGGGCGTGCACCGAGAACAATGAGTGCTGCCACCCCGAGTGCCTGGGCAGCTGCAGCGCGCCTGACAACGACACG
23 M C P S T C G K RA CTENNTETCT CHT PETCLGS ST CSATPDNTDT
1301 GCCTGTGTAGCTTGCCGCCACTACTACTATGCCGGTGTCTGTGTGCCTGCCTGCCCGCCCAACACCTACAGGTTTGAGGGCTGGCGCTGTGTGGACCGTG
247 A C V A CRH Y Y YAGV CV PACTPTPNTYRTEFEFTEGWTRTCVD R
SphI (1469)
1401 ACTTCTGCGCCAACATCCTCAGCGCCGAGAGCAGCGACTCCGAGGGGTTTGTGATCCACGACGGCGAGTGCATGCAGGAGTGCCCCTCGGGCTTCATCCG
280D F C AN | L S A E S SDSEGTFV IHDGTETCM®OQETCT®PSGTF I R
BstAPI (1514)
1501 CAACGGCAGCCAGAGCATGTACTGCATCCCTTGTGAAGGTCCTTGCCCGAAGGTCTGTGAGGAAGAAAAGAAAACAAAGACCATTGATTCTGTTACTTCT
338 N G SQ SMYC I PCEG®PCTPKVTC CTETETES KT KT KT I DSVTS
1601 GCTCAGATGCTCCAAGGATGCACCATCTTCAAGGGCAATTTGCTCATTAACATCCGACGGGGGAATAACATTGCTTCAGAGCTGGAGAACTTCATGGGGC
347 AQ M LQGCT 1 FKGNTULTLTINTIRTRGNNTIATSTETLTENTFEMG
AvrlI (1785)

1701 TCATCGAGGTGGTGACGGGCTACGTGAAGATCCGCCATTCTCATGCCTTGGTCTCCTTGTCCTTCCTAAAAAACCTTCGCCTCATCCTAGGAGAGGAGCA
330kL | EV V T G YV K I RH SHAULV SLSTFTLIEKNTILT RTLTILGTETEHNQ Q
1801 GCTAGAAGGGAATTACTCCTTCTACGTCCTCGACAACCAGAACTTGCAGCAACTGTGGGACTGGGACCACCGCAACCTGACCATCAAAGCAGGGAAAATG
413 L E G N Y S F YV LDNG QQNTULQOQLWUDWDUHT RNTLT I KAGTEKM
1901 TACTTTGCTTTCAATCCCAAATTATGTGTTTCCGAAATTTACCGCATGGAGGAAGTGACGGGGACTAAAGGGCGCCAAAGCAAAGGGGACATAAACACCA
447 Y F A F N PK LCV SE 1 YRMETEVTGTJIKTGT RQSIKTGHD I NT

Acc65I (2093)

Agel (2090)
2001 GGAACAACGGGGAGAGAGCCTCCTGTGAAAGTGACGTCCTGCATTTCACCTCCACCACCACGTCGAAGAATCGCATCATCATAACCTGGCACCGGTACCG
40*R N N G E R A S C E SDV LHTFTSTTTSKNU RTI I I TWHR YR
2101 GCCCCCTGACTACAGGGATCTCATCAGCTTCACCGTTTACTACAAGGAAGCACCCTTTAAGAATGTCACAGAGTATGATGGGCAGGATGCCTGCGGCTCC
513 P PD Y RD L IS FTV YJYZKTEATPTFIKNVTTETYDSGA QDATCG S

Xeml (2234)
2201 AACAGCTGGAACATGGTGGACGTGGACCTCCCGCCCAACAAGGACGTGGAGCCCGGCATCTTACTACATGGGCTGAAGCCCTGGACTCAGTACGCCGTTT
547 N SW NM V DV DLTPPNTIKTGDVTET PG I LLHGTLTI KT PWTR QYAV
BsrGI (2366)
Neol (2321) BglII (2360)

2301 ACGTCAAGGCTGTGACCCTCACCATGGTGGAGAACGACCATATCCGTGGGGCCAAGAGTGAGATCTTGTACATTCGCACCAATGCTTCAGTTCCTTCCAT
580Y V K AV T L TMV ENDTUH I RGAZKSE I LY I RTNASV P S I
2401 TCCCTTGGACGTTCTTTCAGCATCGAACTCCTCTTCTCAGTTAATCGTGAAGTGGAACCCTCCCTCTCTGCCCAACGGCAACCTGAGTTACTACATTGTG
613 P LDV L SA SNJSS SQULIVEKWNTPZPSLZPNGNTLTSYY IV
2501 CGCTGGCAGCGGCAGCCTCAGGACGGCTACCTTTACCGGCACAATTACTGCTCCAAAGACAAAATCCCCATCAGGAAGTATGCCGACGGCACCATCGACA
647 RW Q R Q P Q D G Y L Y RHNYOC SKODTIK I P I RKJYADTGT I D




2601 TTGAGGAGGTCACAGAGAACCCCAAGACTGAGGTGTGTGGTGGGGAGAAAGGGCCTTGCTGCGCCTGCCCCAAAACTGAAGCCGAGAAGCAGGCCGAGAA
681 E E V T EN P K T EV CG G EK G PCC CACU®PKTEATEZKIOQAEK
2701 GGAGGAGGCTGAATACCGCAAAGTCTTTGAGAATTTCCTGCACAACTCCATCTTCGTGCCCAGACCTGAAAGGAAGCGGAGAGATGTCATGCAAGTGGCC
713k E E A E Y R K V F EN F L H N S Il F vV P R P ERIKIRIRDWVMAQV A
Eagl (2834) Sapl (2866)
2801 AACACCACCATGTCCAGCCGAAGCAGGAACACCACGGCCGCAGACACCTACAACATCACIGACCCGGAAGAGCTGGAGACAGAGTACCCTTTCTTTGAGA
747" N T T M S SR S RNTTAADTYN I TDUPETETLTETEY P F F E
EcoRV (2965)
Clal (2962)

2901 GCAGAGTGGATAACAAGGAGAGAACTGTCATTTCTAACCTTCGGCCTTTCACATTGTACCGCATCGATATCCACAGCTGCAACCACGAGGCTGAGAAGCT
7890S R V D N K E R TV I S NLRWPTFTULY R I D I HSCNWUHTEATETKL
3001 GGGCTGCAGCGCCTCCAACTTCGTCTTTGCAAGGACTATGCCCGCAGAAGGAGCAGATGACATTCCTGGGCCAGTGACCTGGGAGCCAAGGCCTGAAAAC
813 G C S A S N FV FARTMUZPATESGADTD Il P G PV TW E P R P E N
3101 TCCATCTTTTTAAAGTGGCCGGAACCTGAGAATCCCAATGGATTGATTCTAATGTATGAAATAAAATACGGATCACAAGTTGAGGATCAGCGAGAATGTG
847 S | F L KW P E P ENUPNGTUL I LMY E I K YG SQV EDIO QR RETC

Xmal (3252)

3201 TGTCCAGACAGGAATACAGGAAGTATGGAGGGGCCAAGCTAAACCGGCTAAACCCGGGGAACTACACAGCCCGGATTCAGGCCACATCTCTCTCTGGGAA
88V S R Q E Y R K Y G G A K LN I RLNUPGNYTAR I QAT S L SGN
3301 TGGGTCGTGGACAGATCCTGTGTTCTTCTATGTCCAGGCCAAAACAGGATATGAAAACTTCATCCATCTGATCATCGCTCTGCCCGTCGCTGTCCTGTTG
913 G S W T D PV F F YV QAIKTG Y EN F I H L | I AL PV AV L L

Scal (3497)
3401 ATCGTGGGAGGGTTGGTGATTATGCTGTACGTCTTCCATAGAAAGAGAAATAACAGCAGGCTGGGGAATGGAGTGCTGTATGCCTCTGTGAACCCGGAGT
947 | V G G LV I'M L YV FHIRIKI RNNISIR RILGNGVLYASVNPE

Ecod7III (3505)
3501 ACTTCAGCGCTGCTGATGTGTACGTTCCTGATGAGTGGGAGGTGGCTCGGGAGAAGATCACCATGAGCCGGGAACTTGGGCAGGGGTCGTTTGGGATGGT
98y F S AADV YV PDEWEVARTEZIK I TM S RETULSGOQGSTFSGMYV
SphI (3680)
3601 CTATGAAGGAGTTGCCAAGGGTGTGGTGAAAGATGAACCTGAAACCAGAGTGGCCATTAAAACAGTGAACGAGGCCGCAAGCATGCGTGAAAGGATTGAG
1013k Y EGV A K GV V KD E P ET R V A I K T V. N E A A S M R E R | E
HindIII (3710) Dralll (3739)
3701 TTTCTCAACGAAGCTTCTGTGATGAAGGAGTTCAATTGTCACCATGTGGTGCGATTGCTGGGTGTGGTGTCCCAAGGCCAGCCAACACTGGTCATCATGG
047 F L N EA SV MK ETFNT CHUHYV RLLGVYVYY SQGQPT LV IM
3801 AACTGATGACACGGGGCGATCTCAAAAGTTATCTCCGGTCTCTGAGGCCAGAAATGGAGAATAATCCAGTCCTAGCACCTCCAAGCCTGAGCAAGATGAT
1080 E L M T R G D L K S Y L R S L RPEMENNUPVLAUPUZPSILSKWM.I
3901 TCAGATGGCCGGAGAGATTGCAGACGGCATGGCATACCTCAACGCCAATAAGTTCGTCCACAGAGACCTTGCTGCCCGGAATTGCATGGTAGCCGAAGAT
1113 Q M A G E Il ADGMAY LN ANIKFVHI RDILAAI RNTG CGMVYVAETD
EcoRV (4036)
4001 TTCACAGTCAAAATCGGAGATTTTGGTATGACGCGAGATATCTATGAGACAGACTATTACCGGAAAGGAGGGAAAGGGCTGCTGCCCGTGCGCTGGATGT
1147 F T V X | 6 D F GM T RD I Y ETD Y Y RKGGIKGLLUPV RWWM
4101 CTCCTGAGTCCCTCAAGGATGGAGTCTTCACCACTTACTCGGACGTCTGGTCCTTCGGGGTCGTCCTCTGGGAGATCGCCACACTGGCCGAGCAGCCCTA
1180*S P E S L K D GV F T T Y SDVW S FGVV LWE I ATILATEZ QTFPY
PshAI (4264) Fspl (4295)
4201 CCAGGGCTTGTCCAACGAGCAAGTCCTTCGCTTCGTCATGGAGGGCGGCCTTCTGGACAAGCCAGACAACTGTCCTGACATGCTGTTTGAACTGATGCGC
12123 Q G L S N EQ V L R FV M EGS G L LDIKUPDNT CUPDMIULTFTETLMTR R
4301 ATGTGCTGGCAGTATAACCCCAAGATGAGGCCTTCCTTCCTGGAGATCATCAGCAGCATCAAAGAGGAGATGGAGCCTGGCTTCCGGGAGGTCTCCTTCT
1247 M C W Q YN P K MR P S F L E I 1 S S I KETEMTEUZPGTFIREV S F
4401 ACTACAGCGAGGAGAACAAGCTGCCCGAGCCGGAGGAGCTGGACCTGGAGCCAGAGAACATGGAGAGCGTCCCCCTGGACCCCTCGGCCTCCTCGTCCTC
1280k Y Y S E E N K L P E P E E LD L EPENMTESV PLDUPSASS S S
4501 CCTGCCACTGCCCGACAGACACTCAGGACACAAGGCCGAGAACGGCCCCGGCCCTGGGGTGCTGGTCCTCCGCGCCAGCTTCGACGAGAGACAGCCTTAC
1313k L P L PDIRHSGHIKAIENSGW®PSG®PSGV LV L RASFDEIRAOQUPY
BsrBI (4627) Nhel (4671)

4601 GCCCACATGAACGGGGGCCGCAAGAACGAGCGGGCCTTGCCGCTGCCCCAGTCTTCGACCTGCTGATCCTTGCTAGCTGGCCAGACATGATAAGATACAT
1347 A H M N G G R K N E R A L P L P Q S S T C e
4701 TGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGC

Hpal (4809)
4801 AATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTG

EcoRI (4905)
4901 GTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGG
S -

Sapl (5087)
5001 GCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCT

Sspl (5144) Swal (5158)
5101 TTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTA

5201 GGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAA




5301 GCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGT
—— 3494 ¢« N R T Y K L P I L E E I T T KV LKSGNMTE I LV FCD
Sacl (5419)

5401 CAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCAC
1124 P A Y D S I L E R CMGC P SV VR I SRDVEDSYPHI RV AV
5501 AATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACA
791 | T D FDKAQGNJSVASG I A I1TATEACVTVIRG I YATE I HV
5601 GCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCA
454A S | | E G T K T R I AAGV HHIKNDEY LMT I KETA AV EV L
Asel (5791)

5701 GCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGT
24 E L DQQ S I N F T K M-

Sacl (5848)
5801 CAAAACAGCGTGGATGGCGTCTCCAGCITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGT
— -

Spel (5946)
5901 CAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCC
-

SnaBI (6074)
6001 CGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAA

Ndel (6179)
6101 AGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTAC

6201 TGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAAT

Pacl (6365)

Sdal (6357) BspLUI11I (6375)
6301 GGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAA
=

6401 GGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGA

6501 AACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCT

ApalLl (6689)
6601 TTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACC

6701 CCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAAC

6801 AGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTC

6901 TGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGAT

7001 TACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG

Eagl (7125)
Pacl (7105) Swal (7114) NotI (7124)
7101 GCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGC

7201 TCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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