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Eagl (3640)
NotI (3639)
Swal (3629)
Pacl (3620)

]

™ Mfel (82)
EcoNI (96)
Psp14061 (203)
Pvull (239)
HindIII (245)

EcoNI (287)
/Bsu36l (291)
/NgoMIV (441)

Kasl (535)
/ Agel (552)
BspHI (560)

ApaLl (3204) hEF1-HTLV prom
pMBI1 ori Psp14061 (661)
hIFNK
Xmnl (813)
BspLU11I (2890) Sspl (872)
Pacl (2880)
Pstl (2873)—e pUNO1-hIFNK

Sdal (2872) (3804 bp) EcoO1091 (1019)

Ndel (2694)

SnaBI (2589)
hCMV prom

Spel (2461)

Sacl (2363)
Asel (2306)
Xmnl (2240)
100
BstXI (1963)
Sacl (1934)

Sandl (1019)
Pvull (1027)

SV40 p(A) Nhel (1186)

Mscl (1192)

Hpal (1324)
Mfel (1335)

EcoRI (1420)

(h) Bglobin p(A)

Sapl (1602)
Sspl (1659)
Swal (1673)
EcoO109I (1734)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGCACCAAACCTGATATGATTCAAAAGTGTTTGTG
[ 1I*M S T K P DM I Q K C L W

Psp14061 (661)

001 GCTTGAGATCCTTATGGGTATATTCATTGCTGGCACCCTATCCCTGGACTGTAACTTACTGAKEGTTCACCTGAGAAGAGTCACCTGGCAAAATCTGAGA
13 L E I L M G I F I A GTUL SLDZ CNLILNVHILIR RRVYTITWAOQNTLR
701 CATCTGAGTAGTATGAGCAATTCATTTCCTGTAGAATGTCTACGAGAAAACATAGCTTTTGAGTTGCCCCAAGAGTTTCTGCAATACACCCAACCTATGA

47 H L S S M S NS F PV ECLU RTENIAFETILUWPI QETFULI QY TOQPWM
Xmnl (813) Sspl (872)
801 AGAGGGACATCAAGAAGGCCTTCTATGAAATGTCCCTACAGGCCTTCAACATCTTCAGCCAACACACCTTCAAATATTGGAAAGAGAGACACCTCAAACA
80kK R D I K K A F YEMSIL QATFNIF S QHTTFIKY WZKTEIRHLKNAOQ
901 AATCCAAATAGGACTTGATCAGCAAGCAGAGTACCTGAACCAATGCTTGGAGGAAGACGAGAATGAAAATGAAGACATGAAAGAAATGAAAGAGAATGAG
113k Il Q 1 G L DQ QAEYLNAOQT CLUETET DTENIENEIDMMIKEMIK E NE
Pvull (1027)
SandI (1019)
Eco01091 (1019)
1001 ATGAAACCCTCAGAAGCCAGGGTCCCCCAGCTGAGCAGCCTGGAACTGAGGAGATATTTCCACAGGATAGACAATTTCCTGAAAGAAAAGAAATACAGTG
147* M K P S E ARV P QL S S L ELRIRYFHRI DNTFILKE K K Y S
Mscl (1192)
Nhel (1186)
1101 ACTGTGCCTGGGAGATTGTCCGAGTGGAAATCAGAAGATGTTTGTATTACTTTTACAAATTTACAGCTCTATTCAGGAGGAAATAAGCTAGCTGGCCAGA
180D C A W E | V R V E I R R CL Y Y F Y KF TALTF R R K e
1201 CATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTA

Hpal (1324) Mrfel (1335)
1301 ACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAA

EcoRI (1420)
1401 ACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAG
- -

1501 GCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAAC

SapI (1602) Sspl (1659) Swal (1673)
1601 TAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAAT

EcoO1091 (1734)
1701 AAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAA

1801 TTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAA
4494 ¢« N R T Y K L P I L E E I T T K V L K G NWM E
Sacl (1934) BstXI (1963)

1901 TGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGG
11774 L V F C D P A Y DS Il L ERG CMSGT C®PSVVRI SRDVETDTSYFP
2001 GTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAG
844 H R VA VI TDFDZ KU QGNSVASGIAI AEATCVTVR RGII Y
2101 GCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAG

5(4A E | H V A S I I E G T K TR I AAGVHHTIKNDTETYTLMTII KET
Xmnl (2240)
2201 TGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATG

174 A V E V L E L DQQS I NTFTKM=-
Asel (2306) Sacl (2363)
2301 CCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCT
-y

Spel (2461)
2401 ACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGG
-

SnaBI (2589)
2501 AGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGT




Ndel (2694)
2601 ACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATG

2701 ATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTC

Pacl (2880)
Pstl (2873)

Sdal (2872) BspLU111 (2890)
2801 ATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGC
-

2901 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

3001 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

3101 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

ApaLI (3204)
3201 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

3301 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

3401 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

3501 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

Eagl (3640)
Pacl (3620) Swal (3629) NotI (3639)
3601 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATC

3701 GTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTAT
3801 CGAA
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