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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)
401

Neol (560)
BStEII (555)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTTTGCCTTTTGCTTTACTGATGGCCCTGGTGGT

- 1I*M A L PF ALLMATL VYV

Xeml  (671)
601 GCTCAGCTGCAAGTCAAGCTGCTCTCTGGACTGTGATCTGCCTCAGACCCACAGCCTGGGTCACAGGAGGACCATGATGCTCCTGGCACAAATGAGGAGA
13 L S C K S S ¢C S L DCODUL®PQTHSLGHI RRTMMILILAA QMR RR
701 ATCTCTCTTTTCTCCTGTCTGAAGGACAGACATGACTTCAGATTTCCCCAGGAGGAGTTTGATGGCAACCAGTTCCAGAAGGCTGAAGCCATCTCTGTCC
47 | S L F S C L K DR HDTFI RTFUPQETETFWDG GNI QFIQKAEA AI SV
Xbal (873)
801 TCCATGAGGTGATTCAGCAGACCTTCAACCTCTTCAGCACAAAGGACTCATCTGTTGCTTGGGATGAGAGGCTTCTAGACAAACTCTATACTGAACTTTA
80¥kL H E VI Q Q T F NLF ST KWDSSVAWUDTE RTILILIUDI KTILYTTETLY
901 CCAGCAGCTGAATGACCTGGAAGCCTGTGTGATGCAGGAGGTGTGGGTGGGAGGGACTCCCCTGATGAATGAGGACTCCATCCTGGCTGTGAGAAAATAC
113 Q Q L N D L E A CVMAQEVWVGGTU®PLMNETDT S I L AV RK'Y
BspHI (1073)
1001 TTCCAAAGAATCACTCTCTACCTGACAGAGAAAAAGTACAGCCCTTGTGCCTGGGAGGTTGTCAGAGCAGAAATCATGAGATCCTTCTCTTCATCAAGAA
147 F Q R I T L Y L T E K K Y S P CAWEVVRAETIMRSTFSS SR
Msel (1172)
Nhel (1166)
1101 ACTTGCAAGAAAGGTTAAGGAGGAAGGAATAAGACCTGATCCAACACAGAAACGACTCCCATTGACGCTAGCTGGCCAGACATGATAAGATACATTGATG
180N L Q E R L R R K E e
1201 AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAA

Hpal (1304) Mfel (1315)
1301 ACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATG

EcoRI (1400)
1401 GAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGT
| -

1501 TGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATG

SspI  (1639) Swal (1653)
1601 TTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAG

Eco01091 (1714)
1701 AATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAG

1801 CTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGA
—3414 ¢ N R T Y K L P I L E E I T TIK VL KGNMETII L VF CTDF®P
Sacl (1914) BstXI (1943)
1901 GCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGG
11¢4A Y D S I L E R CM GCPSVVRI SRDVEHDSYU®PHRVAVIT
Stul (2078)
2001 TGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGA

774 D F D K Q G NS VA S G I Al A EACVTVZ RGI YAE I HVAS
2101 GATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCC
444 | | E G T K T R I A A GV HHIKNDTEYLMTI KETAVE VLE

BspHI (2228)
BbsI (2224)

Xmnl (2220) Asel (2286)
2201 AGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAA
4L D Q Q S I N F T K M == -

Sacl (2343)
2301 CAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATG

Spel (2441)
2401 GGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGA
-




2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601
3700

SnaBI (2569)
GTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCC

Ndel (2674)
CATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCA

AGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCG

Pacl (2860)
Pstl  (2853)

Sdal (2852) BspLUI1I (2870)
GGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCA
-

GGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCC

GACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTC

ApaLI (3184)
CCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCG

TTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGAT

TAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTG

AAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGC

GCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAG

Eagl (3620)
Pacl (3600) Swal (3609) NotI (3619)
TTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTC
CATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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