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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
KasI (535) Agel (552) BstXI (593)
501 CTGAGATCACCGGTCATCATGAGTGAAATTCGTAAGGACACCTTGAAGGCCATTCT
- 1I*M S E I R K D T L K A I L
Bbsl (640)
601 GTTGGAGTTAGAATGTCATTTTACATGGAATTTACTTAAGGAAGACATTGATCTGTTTGAGGTAGAAGATACAATTGGGCAACAGCTTGAATTTCTTACC
13 L E L E CHF TWNULULIKTEHDT I DLTFEVEDTI GQQLETFLT

Xbal (706)

701 ACAAAATCTAGACTTGCTCTTTATAACCTATTGGCCTATGTGAAACACCTAAAAGGCCAAAATAAAGACGCCCTTGAGTGCTTGGAACAAGCAGAAGAAA

47 T K S R L ALY NULILAY VK HLIKS G QNI KIDATLTETCTLTEIOQATEE

801 TAATCCAGCAAGAACACTCAGACAAAGAAGAAGTACGAAGCCTGGTCACTTGGGGAAACTATGCCTGGGTGTATTATCACATGGACCAGCTTGAAGAAGC

801 | Q Q EH S DIKEZEVRSLVTWGNYAWVYYHMUDAG QLETEA

Bst11071  (906)

901 TCAGAAGTATACAGGTAAGATAGGGAATGTCTGTAAGAAATTGTCCAGTCCTTCTAACTACAAGTTGGAGTGTCCTGAGACTGACTGTGAGAAAGGCTGG

113 Q K Y T G K I G NV CKKULSSPSNYIKULETCPETHUDT CTEZKGW

1001 GCACTCTTGAAATTTGGAGGAAAGTATTATCAAAAGGCTAAAGCGGCTTTTGAGAAGGCTCTGGAAGTGGAGCCTGACAATCCAGAATTTAACATCGGCT

147 A L L K F 6 G K Y Y Q KA KAATFEIKALTEVEZPDNPTETFNI G

EcoO1091 (1164)
1101 ATGCTATCACAGTGTATCGGCTGGATGATTCTGATAGAGAAGGGTCTGTAAAGAGCTTTTCTCTGGGGCCTTTGAGAAAGGCTGTTACCCTGAACCCAGA
180y A I T VY R L DD S DU REGSV K STFSLGPLRIEKAVYVTTLNTPD
HindIII (1231) BsrGI (1242)

1201 TAACAGCTATATTAAGGTTTTTCTGGCACTGAAGCTTCAAGATGTACATGCAGAAGCTGAAGGGGAAAAGTATATTGAAGAAATCCTGGACCAAATATCA

213 N S Y | K VF L AL KLQDVHAEAETGEIKY I EE 1T L DQTI S
Xmnl (1343) Stul (1382)

1301 TCCCAGCCTTACGTCCTTCGTTATGCAGCCAAGTTCTATAGGAGAAAAAATTCCTGGAACAAAGCTCTCGAACTTTTAAAAAAGGCCTTGGAGGTGACAC

247w S Q P Y VL R Y A A K F Y R R KNS WNI KA ATULTELL KIKALTEVT

BsaBI (1452)
1401 CAACTTCTTCTTTCCTGCATCACCAGATGGGACTTTGCTACAGGGCACAAATGATCCAAATCAAGAAGGCCACACACAACAGACCTAAAGGAAAGGATAA
280kP T S S F L HHQMGULT CYURAQMI QI KKATHNIR RUPIKGIK DK
BspLU111
Ncol (1550) Mscl (1592)

1501 ACTAAAGGTTGATGAGCTGATTTCATCTGCTATATTTCATTTCAAAGCAGCCATGGAACGAGACTCTATGTTTGCATTTGCCTACACAGACCTGGCCAAC

313 L K VD E L I S S A I FHFKAAMEURUDS SMTFATFAYTUDLAN
BspEI (1643) XemlI  (1695)

1601 ATGTACGCTGAAGGAGGCCAGTATAGCAATGCTGAGGACATTTTCCGGAAAGCTCTTCGTCTGGAGAACATAACCGATGATCACAAACATCAGATCCATT

347 M Y A E G G Q Y S NA ED I FRKAL R RLTENITDUDUHTI KHOAQI!I H

1701 ACCACTATGGCCGCTTTCAGGAATTTCACCGTAAATCAGAAAATACTGCCATCCATCATTATTTAGAAGCCTTAAAGGTCAAAGACAGATCACCCCTTCG

380kY H Y G R F Q E F HR K S ENTAI HHYLEALIZKVIKIDZ RSU®PTLR
Tth111l (1841) AvrII (1881)

1801 CACCAAACTGACAAGTGCTCTGAAGAAATTGTCTACCAAGAGACTTTGTCACAATGCTTTAGATGTGCAGAGTTTAAGTGCCCTAGGGTTTGTTTACAAG

413 T K L T S A L K KL ST KW RULU CHNALUDVA QSLSALGTF VYK

Scal (1928) EcoRI (1969)
1901 CTGGAAGGAGAAAAGAGGCAAGCTGCTGAGTACTATGAGAAGGCACAAAAGATAGATCCAGAAAATGCAGAATTCCTGACTGCTCTCTGTGAGCTCCGAC
447 L E G E K R Q AAE Y Y E KAOQK 1 DPENATETFTLTALTCTETLTR R

Mscl (2017)
Nhel (2011)

2001 TTTCCATTTAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAAT

480FL S | e

Hpal (2149)
2101 TTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTG

EcoRI (2245)
2201 TGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTG
-

2301 AATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATA

Sspl (2484) Swal (2498)
2401 TAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAAT




EcoO1091 (2559)
2501 TTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAG

2601 GGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTT
4494 ¢ N R T Y K L P I L E E | T T
BstXI (2788)
2701 TTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGG

254K V L K G NM E I L VF CDZPAYDS S 1 L ERT CMGTCUPSV VR I S
2801 ATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGC
924 R D V E D S Y P HR VA V I T DFDIK QGNSVASGI A1 AEA

Stul (2923)
2901 ACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCC
504 ¢ V T VR G I Y A E I HV A S | | EGTIKTHR R I A AGVHHTEKND

BbsI (3069)
Xmnl (3065)
3001 TCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCG
254E Y L M T I K E T AV EUVLTETLUDI QS I NTFTK M-
Asel (3131)
3101 TATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTA
-t

Spel (3286)
3201 TATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAA
-

3301 ACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTA

SnaBI (3414)
3401 ATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGT

Ndel (3519)
3501 CAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTAT

PstI (3698)
Sdal (3697)

3601 TGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCT

Pacl (3705)  BspLUIII (3715)
3701 GCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGA
-

3801 CGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT

3901 CCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGG

ApaLI (4029)
4001 TGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGT

4101 AAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAAC

4201 TACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA

4301 CCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGC

Eagl (4465)
Pacl (4445) Swal (4454)  Notl (4464)
4401 TCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATC

4501 TGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAG
4601 TGCAGGTGCCAGAACATTTCTCTATCGAA
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