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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) Sphl (560)
501 CTGAGATCACCGGTCAGCATGCCCTCCATGTTGGAACGCATTAGCAAAAATTTGGT
- 1M P S M L ER I S KN LV

PshAI (624)
601 CAAAGAGATTGGAAGCAAAGACCTGACACCTGTCAAATACCTATTGAGTGCCACCAAATTACGTCAGTTTGTTATATTACGAAAGAAGAAGGATTCTCGT
3 K E I G S KD LTUPVIKYTLLSATZ KTL LR QQTFV I LREKTEKTKTD SR
EcoRI (736)
701 TCATCATTTTGGGAACAATCTGACTATGTTCCAGTTGAATTCTCCCTCAATGACATCCTGGAGCCAAGTTCTTCAGTCCTAGAAACTGTTGTGACAGGAC
47*. S S FW EQ SD YV PV ETFSLND I LEPSSSVLETVVTSG
Neol (897)
801 CGTTCCACTTCAGTGACATTATGATCCAGAAGCATAAGGCTGACATGGGTGTGAATGTTGGTATAGAAGTGAGTGTGTCAGGGGAGGCCTCTGTGGACCA
8P F H F SD IM I QKHIKADMGVYVYNVG G | EV SV SGEASVDH
Xhol (910) Bbsl (949) BamHI (975)

901 TGGATGCTCCCTCGAGTTTCAAATTGTTACCATCCCATCACCAAACCTGGAAGACTTTCAAAAAAGGAAACTGTTGGATCCAGAGCCATCATTTCTGAAG

113 6 ¢ S L E FQ I VT I P S PNULEDTFQKT RSKTILLDTPETPSTFTLK
Sspl (1090)

1001 GAGTGCCGGAGGAGAGGGGACAACCTGTACGTGGTGACAGAGGCTGTTGAACTGATCAACAATACTGTGCTGTACGATAGCAGTAGTGTGAATATTTTAG

147" E C R R RGDNULYVVTEAV EL INNTVLYDSSSVN | L

1101 GGAAAATTGCTCTTTGGATTACCTATGGCAAGGGTCAAGGCCAAGGAGAGAGTCTCAGAGTGAAGAAGAAGGCGCTGACTCTTCAGAAAGGCATGGTGAT

180G K | A LW I T YG K GQGOQGTETSTLTR RYIKZEKTZ KA ATLTTILQKTGMVM

1201 GGCTTATAAGAGAAAGCAGCTGGTTATCAAGGAGAAAGCCATTCTCATCTCAGATGATGATGAACAGAGAACCTTTCAAGATGAGTACGAAATTTCCGAA

2138 A Y K R K Q LV | K EK A I L I SDDUDTE®QQRTT FQDTETYTE I SE

1301 ATGGTAGGCTACTGTGCTGCGAGGAGTGAGGGGTTGCTACCATCATTTCATACCATCTCTCCAACCCTCTTCAATGCCTCATCCAATGATATGAAGTTAA

247 M V G Y C A AR S EG LLUPSTFHT I SPTLTFNASSNTDMEK L

BsrBI (1431)

1401 AACCAGAGCTATTTCTGACACAGCAATTTTTGAGCGGGCATTTGCCAAAATACGAACAAGTTCACATCCTCCCAGTAGGAAGAATAGAGGAACCCTTCTG

280K P E L F L T QQ FLSGHTILTPEKTYTEQVH I LPVGT R I ETETPTFW

1501 GCAAAATTTCAAGCATCTACAAGAGGAGGTTTTCCAGAAAATAAAGACACTGGCTCAGCTCTCAAAGGATGTTCAGGATGTCATGTTCTACAGTATCCTG

338 Q N F KHLQETEVTFQK I KTLAQLTSKUDVOQDVMTFYS I L

1601 GCCATGCTCAGAGACAGAGGGGCTCTACAGGACCTGATGAACATGCTGGAATTGGACAGCTCAGGTCATTTGGATGGCCCTGGTGGTGCCATCCTAAAGA

347 AM L RD RGALQDTILMNMTLTETLTDTSSGHTLDTGT PGS GA I LK

Nsil (1721)
1701 AACTTCAACAGGATTCAAACCATGCATGGTTTAACCCAAAGGACCCCATTCTTTATCTCCTTGAAGCCATAATGGTGCTGAGTGACTTCCAACACGATTT
330Kk L Q Q D S NHAWTFNU PKTDT P I LYULLTEATIMVYVYTILSDTFRQHTD.L
Neol (1811)  BamHI (1823)
1801 GCTGGCCTGTTCCATGGAGAAGAGGATCCTGCTTCAGCAACAGGAGCTGGTAAGGAGCATCCTGGAGCCAAACTTCAGATACCCCTGGAGCATTCCCTTC
413 L A C S M EK R I L LQQQETLVU RS ITLETFPNTFEFTR RYU PWS I PF
Bsu36l (1977)
1901 ACCCTCAAACCTGAGCTCCTCGCCCCACTCCAGAGTGAGGGTTTGGCCATCACCTATGGCCTGCTGGAGGAGTGTGGCCTTAGGATGGAGCTGGATAACC
447#*. T L K P E L L A PLQ SEGTLATITVYGTLTLTETET CGTLTZ RMTETLTDN
Pstl (2065)
2001 CCAGGTCAACCTGGGATGTAGAAGCAAAGATGCCCCTGTCTGCCCTCTATGGGACTCTCTCGTTGCTGCAGCAGCTGGCTGAGGCCTAAGCCCTCCCTGA
40P R S TW D V EA KMUPLSALTYGTTULSTLLQOQTLATEHA e
Nhel (2120)
2101 TGGGCAGTCAGTCCAGAGATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTAT

Hpal (2258)  Mfel (2269)
2201 TTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAG

EcoRI (2354)
2301 GGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGC
- -

2401 CTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAG




Sapl (2536) Sspl (2593)
2501 TTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTC

Swal (2607)
2601 AGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGT

2701 TGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCA

4494 « N R T Y K L P | L E E
BstXI (2897)

2801 ATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCA

122841 T T K V L K G NME I LV FCDJPAVYDT S I1ILETRTCMGT CT PSVYV

2901 CCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAAT
%54 R | S R DV ED S Y PHI RV AV I T D FDIKI QGNZSVASG I A |

3001 GGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGC
624 A EACV TV RG I YATETIHVASTIT I EGTT KTT RIAAGVHH

BbsI (3178)
3101 TTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTAT
284K N D E Y LM T I K ETAV EV LELDO QS I NTFTHIKM-4+—
Asel (3240)
3201 AGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAG
-

Spel (3395)
3301 CTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAG

3401 TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATC
-

SnaBI (3523)
3501 ATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGT

Ndel (3628)
3601 CATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAA

3701 AGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTAT

Pacl (3814)
PstI (3807)
Sdal (3806) BspLUI11I (3824)
3801 GTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCG
-

3901 CCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTC

4001 GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATC

ApalLlI (4138)
4101 TCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTC

4201 CAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGG

4301 TGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCA

4401 AACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGG

Eagl (4574)
Pacl (4554) Swal (4563) Notl (4573)
4501 GTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTT

4601 CATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCC
4701 CAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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