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C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BStEII (555)
KasI (535) Agel (552) BspLU11I (578)

501 CTGAGATCACCGGTCACCATGGCTTTAGAGATCCACATGTCAGACCCCATGTGCCT

> 1I* M A L E I HM S DPMTC L
601 CATCGAGAACTTTAATGAGCAGCTGAAGGTTAATCAGGAAGCTTTGGAGATCCTGTCTGCCATTACGCAACCTGTAGTTGTGGTAGCGATTGTGGGCCTC
13 | E N F NE QL KV NQEATLTETITLSAI TQPVVVVAI VGL
701 TATCGCACTGGCAAATCCTACCTGATGAACAAGCTGGCTGGGAAGAACAAGGGCTTCTCTGTTGCATCTACGGTGCAGTCTCACACCAAGGGAATTTGGA
47 Y R T G K S Y L M N KL AGU KNI KTGTFSVASTWVQSHTZKTG I W

Mscl (823) Eco01091 (857) EcoRV (895)

801 TATGGTGTGTGCCTCATCCCAACTGGCCAAATCACACATTAGTTCTGCTTGACACCGAGGGCCTGGGAGATGTAGAGAAGGCTGACAACAAGAATGATAT
81 W C VP HP NWZPNWHTLVLLDTTETGLTGDVETZ KATDNTEKND I

BgllI (902) BsrGI (941) Dralll (988)
901 CCAGATCTTTGCACTGGCACTCTTACTGAGCAGCACCTTTGTGTACAATACTGTGAACAAAATTGATCAGGGTGCTATCGACCTACTGCACAATGTGACA
113 Q I F AL ALLLSSTTFUVYNTVNIEKTIDA QGATI DLTULUHNUWVT
BglII (1008) XemI (1081)

1001 GAACTGACAGATCTGCTCAAGGCAAGAAACTCACCCGACCTTGACAGGGTTGAAGATCCTGCTGACTCTGCGAGCTTCTTCCCAGACTTAGTGTGGACTC
147 E L T D L L KARNSUPDLUDU RVETDZPADSASTFTFZPDLVWT

Stul (1116) Bsu36l (1170)
1101 TGAGAGATTTCTGCTTAGGCCTGGAAATAGATGGGCAACTTGTCACACCAGATGAATACCTGGAGAATTCCCTAAGGCCAAAGCAAGGTAGTGATCAAAG
180L R D F C L G L E I DG QL VTPDTETYTLTENSTLZ RZPIKI QGSTDTAG QR

Bst11071  (1229)
1201 AGTTCAAAATTTCAATTTGCCCCGTCTGTGTATACAGAAGTTCTTTCCAAAAAAGAAATGCTTTATCTTTGACTTACCTGCTCACCAAAAAAAGCTTGCC
213 V. Q N F N L P R L C 1 Q K F F P KKK CTF Il FDLPAHA QKIKTLA
1301 CAACTTGAAACACTGCCTGATGATGAGCTAGAGCCTGAATTTGTGCAACAAGTGACAGAATTCTGTTCCTACATCTTTAGCCATTCTATGACCAAGACTC
247 Q L E T L P DDELEW®PETFVQQVTETFTCSY Il FSHSMTHKT
PshAI (1449)
1401 TTCCAGGTGGCATCATGGTCAATGGATCTCGTCTAAAGAACCTGGTGCTGACCTATGTCAATGCCATCAGCAGTGGGGATCTGCCTTGCATAGAGAATGC
280kL P G G I MV N G S R L KNWLVLTYVNAI SSGDULU®PTCI ENA
Ncol (1592)
1501 AGTCCTGGCCTTGGCTCAGAGAGAGAACTCAGCTGCAGTGCAAAAGGCCATTGCCCACTATGACCAGCAAATGGGCCAGAAAGTGCAGCTGCCCATGGAA
313 VL AL A QR ENJSAAV QKA AI A HYDAQQMGQK V QL P ME
BspHI (1658)
Bbsl (1654)
1601 ACCCTCCAGGAGCTGCTGGACCTGCACAGGACCAGTGAGAGGGAGGCCATTGAAGTCTTCATGAAAAACTCTTTCAAGGATGTAGACCAAAGTTTCCAGA
347k T L Q E L L DL HRTSEH RTEAI EVFMIKNSTFIKUDVDIQSF Q
1701 AAGAATTGGAGACTCTACTAGATGCAAAACAGAATGACATTTGTAAACGGAACCTGGAAGCATCCTCGGATTATTGCTCGGCTTTACTTAAGGATATTTT
380K E L E T L L DA K QNUD 11 CKIRNULEASSDYT CSAL L KD I F
Xbal (1806) Scal (1892)
1801 TGGTCCTCTAGAAGAAGCAGTGAAGCAGGGAATTTATTCTAAGCCAGGAGGCCATAATCTCTTCATTCAGAAAACAGAAGAACTGAAGGCAAAGTACTAT
413 G P L E E AV K QG 1 Y S KPGGHNLTF Il QK TETETLIKATK Y'Y
1901 CGGGAGCCTCGGAAAGGAATACAGGCTGAAGAAGTTCTGCAGAAATATTTAAAGTCCAAGGAGTCTGTGAGTCATGCAATATTACAGACTGACCAGGCTC
447" R E P R K G I Q A E E VL QK Y L KSKZES SV S HAI LQTDAGQA
BstAPI (2097)
2001 TCACAGAGACGGAAAAAAAGAAGAAAGAGGCACAAGTGAAAGCAGAAGCTGAAAAGGCTGAAGCGCAAAGGTTGGCGGCGATTCAAAGGCAGAACGAGCA
480¥L T E T E K K K K E A Q VKA EATEIKATEA A QRILAAI QR QNTEQ
2101 AATGATGCAGGAGAGGGAGAGACTCCATCAGGAACAAGTGAGACAAATGGAGATAGCCAAACAAAATTGGCTGGCAGAGCAACAGAAAATGCAGGAACAA
513 M M Q E R E R L HQEQVURQMEI A K QNWILATEAGQQKMAOQEQ
2201 CAGATGCAGGAACAGGCTGCACAGCTCAGCACAACATTCCAAGCTCAAAATAGAAGCCTTCTCAGTGAGCTCCAGCACGCCCAGAGGACTGTTAATAACG
547 Q M Q E Q AA QL S TTTFQAQNR RSULULSELI QHAQRTVNN
Mscl (2356)
Nhel (2350)
2301 ATGATCCATGTGTTTTACTCTAAAGTGCTAAATATGGGAGTTTCCTTTTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC
580D D P C V L L e

Hpal (2488) Mfel (2499)
2401 AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC

2501 AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAG
-y

2601 CATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAG




Sapl (2766)
2701 CTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGAC

Swal (2837) EcoO1091
2801 CTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAG

2901 GCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTC
4494 o N
3001 CTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGA
1384R T Y K L P I L E E I T T K VL KGNWMTE I L VFCDZPAYDS I L
BstXI (3127)
3101 GCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTG
1054 E R CM G C P S V VR I S RDVEUDSYUPHRVAVI TDFDIK Q
Stul (3262)

3201 CCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTC
724 G N S VA S G 1 A1l AEACVTUVZRGI YATETIHVASTI I EGT
3301 TTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGA
384K T R | A A GV HHIKNDTETYLMTI KETAVEUVLTETLTDTG QAQS I

BbsI (3408) Asel  (3470)
3401 TGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTC
54 N F T K M - -
3501 TCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG

Spel (3625)
3601 ACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
e

SnaBI (3753)
3701 CGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT

Ndel (3858)
3801 GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

3901 TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

Pacl (4044)

Sdal (4036) BspLU11I (4054)
4001 CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
e

4101 CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

4201 TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

ApaLl (4368)
4301 CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTG

4401 CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

4501 GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

4601 GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC

Pacl (4784) Swal (4793)
4701 TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

Eagl (4804)
NotI (4803)
4801 TC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA
4901 ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



