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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGCTCCAGAGATCAACTTGCCGGGCCCAATGAGCCT
- 1M A P E I NL PG PM S L
601 CATTGATAACACTAAAGGGCAGCTGGTGGTGAATCCAGAAGCTCTGAAGATCCTATCTGCAATTACGCAGCCTGTGGTGGTGGTGGCGATTGTGGGCCTC
3 | DNTK GQ LV VNUPEALSIK I L SA I TQPVVVVA IVGL

701 TATCGCACAGGCAAATCCTACCTGATGAACAAGCTGGCTGGGAAGAAAAACGGCTTCTCTCTAGGCTCCACAGTGAAGTCTCACACCAAGGGAATCTGGA
47 Y R T G K S Y LMNZ K LAGIKTI KNG GTFSLGT STVIK SHTZKSG I W
801 TGTGGTGTGTGCCTCATCCCAAGAAGCCAGAACACACCCTAGTTCTGCTCGACACTGAGGGCCTGGGAGATATAGAGAAGGGTGACAATGAGAATGACTC
8¥M W C V P H P K K P EHT LV LLDTTEGTLGD I EKTGTDNTENTD S
Mscl (914) BsrGI (941) Ncol (974) DrallI (988)
901 CTGGATCTTTGCCTTGGCCATCCTCCTGAGCAGCACCTTCGTGTACAATAGCATGGGAACCATCAACCAGCAGGCCATGGACCAACTTCACTATGTGACA
113 W | F A L A I L LS ST FVYNZSMGT I NQQAMDTGOQTLUHYVT
Xeml (1081)
1001 GAGCTGACAGATCGAATCAAGGCAAACTCCTCACCTGGTAACAATTCTGTAGACGACTCAGCTGACTTTGTGAGCTTTTTTCCAGCATTTGTGTGGACTC
147 E L T D R | K ANS SPGNNSVDDSADTFEFVSTFTFZPATFVWT
1101 TCAGAGATTTCACCCTGGAACTGGAAGTAGATGGAGAACCCATCACTGCTGATGACTACTTGGAGCTTTCGCTAAAGCTAAGAAAAGGTACTGATAAGAA
180*L R D F T L E L EV DGEZP I TADUDTVYLETLSTSTLTEKTLTR REKTGTTDKK
HindIII (1206) BsrBI (1277)
1201 AAGTAAAAGCTTTAATGATCCTCGGTTGTGCATCCGAAAGTTCTTCCCCAAGAGGAAGTGCTTCGTCTTCGATTGGCCCGCTCCTAAGAAGTACCTTGCT
213 S K S F N D P R L C I RK F F PKI RKTZ CTFV FDWZPATPIKTEKTY LA
Sapl (1321)
1301 CACCTAGAGCAGCTAAAGGAGGAAGAGCTGAACCCTGATTTCATAGAACAAGTTGCAGAATTTTGTTCCTACATCCTCAGCCATTCCAATGTCAAGACTC
247" H L E Q L K E E E LNV PDTF 1 EQVATETFTCSY 1 LSHSNVKT
Xbal (1431) PshAT (1449)
1401 TTTCAGGTGGCATTGCAGTCAATGGGCCTCGTCTAGAGAGCCTGGTGCTGACCTACGTCAATGCCATCGGCAGTGGGGATCTACCCTGCATGGAGAACGC
280*L S G G | AV NG PR LESLV LTV YVNATIGSGDTILTPGCMTETNA
1501 AGTCCTGGCCTTGGCCCAGATAGAGAACTCAGCCGCAGTGGAAAAGGCTATTGCCCACTATGAACAGCAGATGGGCCAGAAGGTGCAGCTGCCCACGGAA
338V L A LAQ I ENSAAVEKATIAHTYTEQQMGAOQIKVQLZPTE
BspHI (1658)
1601 ACCCTCCAGGAGCTGCTGGACCTGCACAGGGACAGTGAGAGAGAGGCCATTGAAGTCTTCATGAAGAACTCTTTCAAGGATGTGGACCAAATGTTCCAGA
37 T L Q E L LD LHU RDSERTEATIEV FMIKNTSTFEFKDVDA QMFAQ
EcoRI (1749)
1701 GGAAATTAGGGGCCCAGTTGGAAGCAAGGCGAGATGACTTTTGTAAGCAGAATTCCAAAGCATCATCAGATTGTTGCATGGCTTTACTTCAGGATATATT
330PkR K L G AQ L EARIRDUDT FTCI KA QNS SKASSDT CTC CMATLTLTO QD I F
BstEII (1849) Scal (1892)
1801 TGGCCCTTTAGAAGAAGATGTCAAGCAGGGAACATTTTCTAAACCAGGAGGTTACCGTCTCTTTACTCAGAAGCTGCAGGAGCTGAAGAATAAGTACTAC
413 G P L E ED V KQ G T F SKPGG YU RULTFTAOQKTLQETLTEKNTEK Y Y
Sspl (1943) Xeml (1955)
1901 CAGGTGCCAAGGAAGGGGATACAGGCCAAAGAGGTGCTGAAAAAATATTTGGAGTCCAAGGAGGATGTGGCTGATGCACTTCTACAGACTGATCAGTCAC

447 Q V P R K G | Q A K EV L K K Y L E SKEDVADATLTLO QTTDAG QS

2001 TCTCAGAAAAGGAAAAAGCGATTGAAGTGGAACGTATAAAGGCTGAATCTGCAGAAGCTGCAAAGAAAATGTTGGAGGAAATACAAAAGAAGAATGAGGA

480 L S E K E K A | EV E R | KA E SATEAAIKTIKMTLTETEI QKKNE E
BspLUI1I (2133)

2101 GATGATGGAACAGAAAGAGAAGAGTTATCAGGAACATGTGAAACAATTGACTGAGAAGATGGAGAGGGACAGGGCCCAGTTAATGGCAGAGCAAGAGAAG
513 M M EQ K E K S YQ EHV KQLTEIKMERD RAQLMATESA QTEHK

EcoRV (2287)
Ndel (2280)
2201 ACCCTCGCTCTTAAACTTCAGGAACAGGAACGCCTTCTCAAGGAGGGATTCGAGAATGAGAGCAAGAGACTTCAAAAAGACATATGGGATATCCAGATGA
547 T L A LK LQ EQERTLTLTEKTEGTFTENTESEKT RLOQKTD IWD I QWM
Mscl (2364)
Nhel (2358)

2301 GAAGCAAATCATTGGAGCCAATATGTAACATACTCTAAAAGTCCAAGGAGCAAAATTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGA
580FR S K S L E P I C N | L o




Hpal (2496)

2401 CAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTA

EcoRI (2592)
2501 ACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTA
> -

2601 AAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATG

Sapl (2774)
2701 TGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAAT

Sspl (2831) Swal (2845)
2801 GCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGA

2901 TGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGC

3001 TTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTC
1414 ¢ N R T Y K L P I L E E I T T KV LK GNWMTE I LV FCDPAYTD
Sacl (3106) BstXI (3135)
3101 AGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAG
1084 S | L E R C M G C P SV V R I S RDVEDSYPHI RVAV | T D F
Stul (3270)
3201 TCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCT
744D K Q G N SV A SG I A I A EACVTVU RG I YAEITHVAS I | E
3301 CCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTG
474 6 T K T R I AA GV HHKNDEY LMT I KETA AV EV L E L DAQ
Asel (3478)
3401 CTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGG
84 Q S I N F T K M- -
Sacl (3535)
3501 ATGGCGTCTCCAGCITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAG

Spel (3633)
3601 TTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACC
-

SnaBI (3761)
3701 GCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGT

Ndel (3866)
3801 CATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCA

3901 GTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGT

Pacl (4052)

Sdal (4044) BspLUL11I (4062)
4001 TGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGT
-

4101 AAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGAC

4201 TATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGG

ApalLlI (4376)
4301 AAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCC

4401 GACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAG

4501 CGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGT

4601 TACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAA

Pacl (4792)
4701 AAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAA

Eagl (4812)
Swal (4801) Notl (4811)
4801 CATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAAC

4901 AAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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